SANTA CRUZ BIOTECHNOLOGY, INC.

prefoldin 5 (h): 293 Lysa
sc-110511

te:

BIOTECHNOLOGY

The Power to Question

|BACKGROUND

| |CHROMOSOMAL LOCATION

Molecular chaperones are proteins that assist in the correct folding of other
proteins in the crowded molecular environment that exists in living cells.
Within this class of proteins, a key role is played by chaperonins, multi-
subunit toroidal (i.e., doughnut-shaped) assemblies that undergo major ATP-
dependent conformational changes as part of the mechanism of facilitated
folding. Prefoldin is a heterohexameric chaperone protein which has the
ability to capture unfolded Actin. Six prefoldin polypeptides, prefoldin 1-6,
have been identified. Prefoldin 1 is a 122 amino acid protein that binds spe-
cifically to cytosolic chaperonin (c-cpn) and transfers target proteins to it.
Prefoldin 3 (VBP1 or VHL binding protein-1) forms complexes with VHL
and is translocated from perinuclear granules to the nucleus or cytoplasm.
Prefoldin 4 is a possible transcription factor. Prefoldin 5 (c-Myc-binding
protein Mm-1, Myc modulator 1 or MM-1) is a ¢c-Myc binding protein.

Genetic locus: PFDN5 (human) mapping to 12g13.13.

[PRODUCT

prefoldin 5 (h): 293 Lysate represents a lysate of human prefoldin 5 transfect-
ed 293 cells and is provided as 100 pg protein in 200 ul SDS-PAGE buffer.

|APPLICATIONS

prefoldin 5 (h): 293 Lysate is suitable as a Western Blotting positive con-
trol for human reactive prefoldin 5 antibodies. Recommended use: 10-20 pl
per lane.

Control 293 Lysate: sc-110760 is available as a Western Blotting negative
control lysate derived from non-tranfected 293 cells.
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[PROTOCOLS

See our web site at www.scht.com for detailed protocols and support
products.
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|STORAGE

Store at -20° C. Repeated freezing and thawing should be minimized. Sample
vial should be boiled once prior to use. Non-hazardous. No MSDS required.
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