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|BACKGROUND | |PRODUCT

Members of the leucine-rich repeat family include LRCH1, LRCH2, LRCH3 and LRCH4 (m): 293T Lysate represents a lysate of mouse LRCH4 transfected
LRCH4. All family members contain one calponin-homology domain and nine 293T cells and is provided as 100 pg protein in 200 ul SDS-PAGE buffer.

leucine-rich repeats. LRCH4 (leucine-rich repeats and calponin homology (CH)

domain containing 4), also known as LRN, LRRN1, LRRN4 or SAP25, is a 683 |APPLICATIONS

aminp acid protein that belongs to the leucine-rich repeat family. The cgrboxy- LRCH4 (m): 293T Lysate is suitable as a Western Blotting positive control
terminus of LRCH4 may act as a membrane anchor between cells, while the o 1gyse reactive LRCH4 antibodies. Recommended use: 10-20 ul per lane.

amino-terminus contains the leucine-rich domains, which is thought to be
involved in ligand binding. The calponin homology (CH) domain is suggested
to confer Actin binding to a variety of cytoskeletal and signaling molecules.
The gene encoding LRCH4 maps to human chromosome 7, which houses over

Control 293T Lysate: sc-117752 is available as a Western Blotting negative
control lysate derived from non-transfected 293T cells.

|STORAGE

1,000 genes and comprises nearly 5% of the human genome.
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|CHROMOSOMAL LOCATION
Genetic locus: Lrch4 (mouse) mapping to 5 G2.
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