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BACKGROUND

| [APPLICATIONS

ETO and ETO-2, which are alternatively designated MTG8 and MTG16, respec-
tively, are members of the ETO transcription factor family. These transcription
factors are characterized by a zinc-finger domain and four conserved domains,
of which domain Il is required for dimerization between family members. ETO

ETO (3H11) is recommended for detection of ETO of mouse, rat and human
origin by Western Blotting (starting dilution 1:200, dilution range 1:100-

1:1000), immunoprecipitation [1-2 g per 100-500 pg of total protein (1 ml of
cell lysate)] and solid phase ELISA (starting dilution 1:30, dilution range 1:30-

1:3000).

Suitable for use as control antibody for ETO siRNA (h): sc-35342, ETO
siRNA (m): sc-35343, ETO shRNA Plasmid (h): sc-35342-SH, ETO shRNA

Plasmid (m): sc-35343-SH, ETO shRNA (h) Lentiviral Particles: sc-35342-V
and ETO shRNA (m) Lentiviral Particles: sc-35343-V.

Molecular Weight of ETO: 70 kDa.

Positive Controls: AML-193 whole cell lysate, CCRF-CEM cell lysate:
l sc-2225 or Hep G2 cell lysate: sc-2227.

and ETO-2 may function to mediate interactions between DNA binding pro-
teins and transcriptional regulators, such as N-CoR. Frequently, the t(8;21)

translocation of ETO produces the AML-1/ETO oncoprotein, which consists of
the first 177 amino acids of AML-1 and all but the first 30 amino acids of ETO.
AML-1/ETO expression is observed in 12-15% of acute myelogenous, M2 sub-

type leukemias. The AML-1/ETO fusion proteins associate with multimeric

N-CoR/mSin3/HDAC1 complexes, block differentiation and induce transcrip-
tional repression by altering chromatin remodeling.
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ETO (3H11): sc-134335. Western blot analysis of ETO
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|SOURCE

ETO (3H11) is a mouse monoclonal antibody raised against recombinant
ETO protein of human origin.

[PRODUCT |

Each vial contains 100 pg 1gG,, kappa light chain in 1.0 ml of PBS with < 0.1%
sodium azide and 0.1% gelatin.

[STORAGE

l Store at 4° C, **D0 NOT FREEZE**. Stable for one year from the date of
shipment. Non-hazardous. No MSDS required.

|RESEARCH USE
For research use only, nat for use in diagnostic procedures.
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