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|BACKGROUND | |STORAGE AND RESUSPENSION

FAM178A is a 1,173 amino acid protein that is phosphorylated upon DNA Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
damage. Widely expressed, it is present at highest levels in skeletal muscle one year from the date of shipment. Once resuspended, store at -20° C,
and at slightly lower levels in heart, liver and brain. The gene encoding avoid contact with RNAses and repeated freeze thaw cycles.

FAM178A is located within the locus associated with inherited infantile onset
spinocerebellar ataxia (I0SCA), a progressive disorder that affects the nerv-

ous system and is characterized by ataxia, hypotonia, athetosis and hypore-

flexia. Despite its location, no mutations within the FAM178A gene have been

Resuspend lyophilized siRNA duplex in 330 pl of the RNAse-free water
provided. Resuspension of the siRNA duplex in 330 pl of RNAse-free water
makes a 10 pM solution in a 10 uM Tris-HCI, pH 8.0, 20 mM NaCl, 1 mM

found in I0SCA patients and expression levels of FAM178A are no different EDTA buffered solution.
as compared to normal subjects. | APPLICATIONS
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See our web site at www.scht.com for detailed protocols and support
products.

|CHROMOSOMAL LOCATION |
Genetic locus: Fam178a (mouse) mapping to 19 C3.

[PRODUCT |

FAM178A siRNA (m) is a target-specific 19-25 nt siRNA designed to knock
down gene expression. Each vial contains 3.3 nmol of lyophilized siRNA,
sufficient for a 10 pM solution once resuspended using protocol below.
Suitable for 50-100 transfections. Also see FAM178A shRNA Plasmid (m):
sc-140422-SH and FAM178A shRNA (m) Lentiviral Particles: sc-140422-V
as alternate gene silencing products.
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