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|BACKGROUND | [PRODUCT
The INO8O complex contributes to a wide variety of chromatin-dependent INO8OD siRNA (m) is a target-specific 19-25 nt siRNA designed to knock
nuclear transactions, including transcription, DNA repair and DNA replica- down gene expression. Each vial contains 3.3 nmol of lyophilized siRNA,
tion. Evolutionarily conserved from yeast to human, theINO80 complex sufficient for a 10 uM solution once resuspended using protocol below.
belongs to a subfamily of the ATP-dependent chromatin remodelers and is Suitable for 50-100 transfections. Also see INO80D shRNA Plasmid (m):
characterized by a split ATPase domain in the core ATPase subunit. ATP- sc-140642-SH and INO80D shRNA (m) Lentiviral Particles: sc-140642-V as
dependent chromatin remodeling complexes contain ATPases of the Swi/Snf alternate gene silencing products.
superfamily and alter DNA accessibility of chromatin in an ATP-dependent
manner. INOB0D (INO80 complex subunit D), is an 878 amino acid protein | STORAGE AND RESUSPENSION

that is a component of the chromatin-remodeling INOBO complex. Store Iyophilized siRNA duplex at -20° C with desiccant. Stable for at least

one year from the date of shipment. Once resuspended, store at -20° C,
| avoid contact with RNAses and repeated freeze thaw cycles.
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|CHROMOSOMAL LOCATION |
Genetic locus: Ino80d (mouse) mapping to 1 C2.

[RESEARCH USE |
For research use only, not for use in diagnostic procedures.
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