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|BACKGROUND | |CHROMOSOMAL LOCATION

CREBRF, also known as LRF (luman recruitment factor) or C5orf41, is a 639 Genetic locus: Crebrf (mouse) mapping to 17 A3.3.
amino acid nuclear protein that colocalizes with CREB3 in nuclear foci. As a

negative regulator of the endoplasmic stress response, which is also known | PRODUCT

as the UPR (unfolded protein_ response), CREBRF represses CREB3 transgrip— CREBRF siRNA (m) is a target-specific 19-25 nt siRNA designed to knock
tion. CREBRF is pt_)st-trans_latloqally phosphorylated as serine 444 and exists down gene expression. Each vial contains 3.3 nmol of lyophilized SiRNA,
as three alternatively spliced isoforms. The gene encoding CREBRF maps sufficient for a 10 uM solution once resuspended using protocol below,

to human chromosome 5, which contains 181 million base pairs and com- Suitable for 50-100 transfections. Also see CREBRF shRNA Plasmid (m):

prises nearly 6% of the human genome. Chromosome 5 is associated with sc-140690-SH and CREBRF shRNA (m) Lentiviral Particles: sc-140690-V as
Cockayne syndrome through the ERCC8 gene and familial adenomatous poly- alternate gene silencing products.

posis through the adenomatous polyposis coli (APC) tumor suppressor gene.

Treacher Collins syndrome is also chromosome 5-associated and is caused | STORAGE AND RESUSPENSION

by insertions or deletions within the TCOF1 gene. Deletion of the p arm of
chromosome 5 leads to Cri du chat syndrome, while deletion of the q arm
or of chromosome 5 altogether is common in therapy-related acute myel-
ogenous leukemias and myelodysplastic syndrome.

Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
one year from the date of shipment. Once resuspended, store at -20° C,
avoid contact with RNAses and repeated freeze thaw cycles.

Resuspend lyophilized siRNA duplex in 330 pl of the RNAse-free water
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[PROTOCOLS

See our web site at www.scbt.com for detailed protocols and support
products.
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