SANTA CRUZ BIOTECHNOLOQY, INC.

CCDCA48 siRNA (m): sc-140742

The Power to Question

|BACKGROUND | |CHROMOSOMAL LOCATION

The coiled-coil domain is a structural motif found in proteins that are Genetic locus: Ccdc48 (mouse) mapping to 6 D1.

involved in a diverse array of biological functions such as the regulation

of gene expression, cell division, membrane fusion and drug extrusion and | PRODUCT

delivery. CCDC48 (coiled-coil domain containing 48) is a 598 amino acid CCDC48 SiRNA (m) is a pool of 3 target-specific 19-25 nt siRNAs designed

single-pass membrane protein that contains one EF-hand domain and exists to knock down gene expression. Each vial contains 3.3 nmol of lyophilized
as two alternatively spliced isoforms. The gene encoding CCDC48 maps to SiRNA, sufficient for a 10 uM solution once resuspended using protocol
human chromosome 3, which is made up of about 214 million bases encod- below. Suitable for 50-100 transfections. Also see CCDC48 ShRNA

ing over 1.,100 genes. Notably, there is a chemokine receptor gene gluster Plasmid (m): sc-140742-SH and CCDC48 shRNA (m) Lentiviral Particles:
and a variety of human cancer related loci on chromosome 3. Particular sc-140742-V as alternate gene silencing products.

regions of the chromosome 3 short arm are deleted in many types of cancer

cells. Key tumor suppressing genes on chromosome 3 encode apoptosis For independent verification of CCDC48 (m) gene silencing results, we
mediator RASSF1, cell migration regulator HYAL1 and angiogenesis sup- also provide the individual siRNA duplex components. Each is available as
pressor SEMA3B. Marfan syndrome, porphyria, von Hippel-Lindau syndrome, 3.3 nmol of lyophilized siRNA. These include: sc-140742A, sc-140742B and
osteogenesis imperfecta and Charcot-Marie-Tooth disease are a few of the sc-140742C.

numerous genetic diseases associated with chromosome 3.

|STORAGE AND RESUSPENSION
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|APPLICATIONS
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Comparative cytogenetics of human chromosome 3q21.3 reveals a hot 5c-44233, 5¢-44234, 5-44235, 5c-44236, sc-44237 and sc-44238.
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Semi-quantitative RT-PCR may be performed to monitor CCDC48 gene
expression knockdown using RT-PCR Primer: CCDC48 (m)-PR: sc-140742-PR
(20 pl). Annealing temperature for the primers should be 55-60° C and the
extension temperature should be 68-72° C.
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83: 858-864.
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