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|BACKGROUND | [PRODUCT
GTPase-activating proteins (GAPs) accelerate the intrinsic rate of GTP hydrol- ARHGAP30 siRNA (m) is a pool of 3 target-specific 19-25 nt siRNAs
ysis of Ras-related proteins, resulting in downregulation of their active form. designed to knock down gene expression. Each vial contains 3.3 nmol of
ARHGAP30 (Rho GTPase activating protein 30), also known as Rho-type lyophilized siRNA, sufficient for a 10 pM solution once resuspended using
GTPase-activating protein 30, is a 1,101 amino acid protein that contains one protocol below. Suitable for 50-100 transfections. Also see ARHGAP30
Rho-GAP domain and exists as four alternatively spliced isoforms. Conserved shBRNA Plasmid (m): sc-141216-SH and ARHGAP30 shRNA (m) Lentiviral
in chimpanzee, canine, bovine mouse and rat, ARHGAP30 is among the most Particles: sc-141216-V as alternate gene silencing products.

neurite-enriched GAPs, which also includes ARHGAP21, FNBP2 and Bcr).
One of four single-nucleotide polymorphisms (SNPs) at the USF-1 gene
locus, rs2774279, which is located in the promoter area of the USF-1 gene,
which is in turn located within its flanking gene ARHGAP30, is linked to low-
density lipoprotein cholesterol levels, incident type 2 diabetes mellitus and

For independent verification of ARHGAP30 (m) gene silencing results, we
also provide the individual siRNA duplex components. Each is available as
3.3 nmol of lyophilized siRNA. These include: sc-141216A, sc-1412168B and
sc-141216C.

increased cardiovascular risk. | STORAGE AND RESUSPENSION
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[CHROMOSOMAL LOCATION | [RESEARCH USE

Genetic locus: Arhgap30 (mouse) mapping to 1 H3. For research use only, not for use in diagnostic procedures.

[PROTOCOLS |

See our web site at www.scht.com for detailed protocols and support
products.
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