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|BACKGROUND | |PRODUCT
ATP4A (ATPase, H*/K* exchanging, o polypeptide), also known as potassium- ATP4A siRNA (m) is a pool of 3 target-specific 19-25 nt siRNAs designed to
transporting ATPase o. chain 1, gastric Ht/K+ ATPase subunit o, proton pump knock down gene expression. Each vial contains 3.3 nmol of lyophilized

or ATP6A, is a 1,035 amino acid multi-pass membrane protein that belongs to siRNA, sufficient for a 10 uM solution once resuspended using protocol
the cation transport ATPase (P-type) family and the type IIC subfamily. Encoded below. Suitable for 50-100 transfections. Also see ATP4A shRNA Plasmid (m):
by a gene that maps to human chromosome 19q13.12, ATP4A is composed of sc-141344-SH and ATP4A shRNA (m) Lentiviral Particles: sc-141344-V as
two subunits: o (catalytic) and 8, and is conserved in canine, bovine, mouse alternate gene silencing products.

and rat. Expressed in gastric parietal cells, specifically in cytoplasmic vesicles
or apical plasma membranes of the secretory canaliculus, ATP4A is responsi-
ble for acid production in the stomach. ATP4A catalyzes the hydrolysis of ATP.
coupled with H+ and K* ion exchange across the plasma membrane. ATP4A
shares approximately 70% cDNA homology with the ATP1A3 gene.

For independent verification of ATP4A (m) gene silencing results, we also
provide the individual siRNA duplex components. Each is available as
3.3 nmol of lyophilized siRNA. These include: sc-141344A, sc-141344B and
sc-141344C.

| |STORAGE AND RESUSPENSION

Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
one year from the date of shipment. Once resuspended, store at -20° C,
avoid contact with RNAses and repeated freeze thaw cycles.
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| CHROMOSOMAL LOCATION |
Genetic locus: Atp4a (mouse) mapping to 7 B1.

[RESEARCH USE |
For research use only, not for use in diagnostic procedures.
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