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|BACKGROUND | [PRODUCT

FAM120A, also known as OSSA (oxidative stress-associated Src activator) FAM120A siRNA (m) is a pool of 2 target-specific 19-25 nt siRNAs designed
or C9orf10, is a 1,118 amino acid tumor suppressor that localizes to the cyto- to knock down gene expression. Each vial contains 3.3 nmol of Iyophilized
plasm and cell membrane. FAM120A is ubiquitously expressed with high siRNA, sufficient for a 10 pM solution once resuspended using protocol
protein levels present in scirrhous-type gastric cancer tissues compared to below. Suitable for 50-100 transfections. Also see FAM120A shRNA
normal gastric mucosa. Belonging to the constitutive coactivator of PPAR-y Plasmid (m): sc-141500-SH and FAM120A shRNA (m) Lentiviral Particles:
family, FAM120A activates src family kinases and is an essential protein sc-141500-V as alternate gene silencing products.

involved in the oxidative stress-induced survival signaling pathway. FAM120A
binds RNA, promotes secretion of IGF-Il and exits as five alternatively spliced
isoforms. The gene encoding FAM120A maps to human chromosome 9, which
consists of about 145 million bases and 4% of the human genome and

For independent verification of FAM120A (m) gene silencing results, we
also provide the individual siRNA duplex components. Each is available as
3.3 nmol of lyophilized siRNA. These include: sc-141500A and sc-141500B.

encodes nearly 900 genes. [STORAGE AnD RESUSPENSION
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|RESEARCH USE

[CHROMOSOMAL LOCATION |
Genetic locus: Fam120a (mouse) mapping to 13 A5.

For research use only, not for use in diagnostic procedures.

[PROTOCOLS |

See our web site at www.scht.com for detailed protocols and support
products.
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