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|BACKGROUND | |CHROMOSOMAL LOCATION
FAAP24 (Fanconi anemia-associated protein of 24 kDa), also known as Genetic locus: C230052112Rik (mouse) mapping to 7 B2.
C190rf40, is a 215 amino acid member of the fanconi anemia (FA) core com-
plex. Members of this complex include FANCA, FANCB, FANCC, FANCE, | PRODUCT
FANCF, FANCG, FANCL/PHFS, FANCM and FAAP100, and are essential for C230052112Rik siRNA (m) is a pool of 3 target-specific 19-25 nt siRNAs

fanconi aﬂemia-associated DNA dqmage response. FA_AP24 plays an impor- designed to knock down gene expression. Each vial contains 3.3 nmol of
tant role in this complex by regulating monoubiquitylation of FANCDZ upon lyophilized siRNA, sufficient for a 10 pM solution once resuspended using
DNA damage. Forming a complex with FANCM, FAAP24 and FANCM func- protocol below. Suitable for 50-100 transfections. Also see C230052112Rik

tion independently of the FA core complex, and are required for chromatin ShRNA Plasmid (m): sc-141882-SH and C230052112Rik shRNA (m) Lentiviral
association and activation of DNA damage checkpoints. When repressed, Particles: sc-141882-V as alternate gene silencing products.

FAAP24 induces chromosomal instability and hypersensitivity to DNA cross-

linking agents. Localizing to the nucleus, FAAP24 contains a C-terminal region ~ For independent verification of C230052112Rik (m) gene silencing results, we

which is distantly related to the DNA-binding domain 2 present in RuvA. also provide the individual siRNA duplex components. Each is available as
3.3 nmol of lyophilized siRNA. These include: sc-141882A, sc-1418828B and
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|RESEARCH USE

| PROTOCOLS | For research use only, not for use in diagnostic procedures.

See our web site at www.scbt.com for detailed protocols and support
products.
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