SANTA CRUZ BIOTECHNOLOQY, INC.

C530008M17Rik siRNA (m): sc-141914

The Power to Question

|BACKGROUND | [PRODUCT
KIAA1211 is a 1,233 amino acid protein that is post-translationally phosphory- C530008M17Rik siRNA (m) is a pool of 3 target-specific 19-25 nt siRNAs
lated at multiple serine and threonine residues. The gene encoding KIAA1211 designed to knock down gene expression. Each vial contains 3.3 nmol of
maps to human chromosome 4, which represents approximately 6% of the lyophilized siRNA, sufficient for a 10 uM solution once resuspended using
human genome and contains nearly 900 genes. Notably, the Huntingtin protocol below. Suitable for 50-100 transfections. Also see C530008M17Rik
gene, which is found to encode an expanded glutamine tract in cases of shRNA Plasmid (m): sc-141914-SH and C530008M17Rik shRNA (m) Lentiviral
Huntington's disease, is encoded by a gene that is located on chromosome 4. Particles: sc-141914-V as alternate gene silencing products.

FGFR-3 is also encoded by a gene that maps to chromosome 4 and has been
associated with thanatophoric dwarfism, achondroplasia, Muenke syndrome
and bladder cancer. Chromosome 4 is also tied to Ellis-van Creveld syndrome,
methylmalonic acidemia and polycystic kidney disease.

For independent verification of C530008M17Rik (m) gene silencing results,
we also provide the individual siRNA duplex components. Each is available
as 3.3 nmol of lyophilized siRNA. These include: sc-141914A, sc-141914B
and sc-141914C.
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|CHROMOSOMAL LOCATION |
Genetic locus: C530008M17Rik (mouse) mapping to 5 C3.3.

[PROTOCOLS |

See our web site at www.scbt.com for detailed protocols and support
products.
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