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The Power to Question

|BACKGROUND | [PRODUCT |
CCPG1 (cell cycle progression 1), also known as CPR8, is a 757 amino acid CCPG1 siRNA (m) is a pool of 3 target-specific 19-25 nt siRNAs designed to
single-pass type || membrane protein that acts as an assembly platform for knock down gene expression. Each vial contains 3.3 nmol of lyophilized
Rho protein signaling complexes. Involved in cell cycle regulation, CCPG1 siRNA, sufficient for a 10 pM solution once resuspended using protocol
limits guanine nucleotide exchange activity of Dbs, a Rho-specific guanine below. Suitable for 50-100 transfections. Also see CCPG1 shRNA Plasmid (m):
nucleotide exchange factor, toward Rho A, which results in an inhibition of sc-142172-SH and CCPG1 shBRNA (m) Lentiviral Particles: sc-142172-V as
both its transcriptional activation ability and its transforming activity. Con- alternate gene silencing products.

sidered a novel scaffold protein, CCPG1 exists as four isoforms produced by
alternative splicing events. The gene encoding CCPG1 maps to human chro-
mosome 15, which houses over 700 genes and comprises nearly 3% of the
human genome. Angelman syndrome, Prader-Willi syndrome, Tay-Sachs dis-
ease and Marfan syndrome are all associated with defects in chromosome
15-localized genes.

For independent verification of CCPG1 (m) gene silencing results, we
also provide the individual siRNA duplex components. Each is available
as 3.3 nmol of lyophilized siRNA. These include: sc-142172A, sc-142172B
and sc-142172C.
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| CHROMOSOMAL LOCATION | Annealing temperature for the primers should be 55-60° C and the extension
Genetic locus: Ccpg? (mouse) mapping to 9 D. temperature should be 68-72° C.

[RESEARCH USE |
For research use only, not for use in diagnostic procedures.

[PROTOCOLS |

See our web site at www.scbt.com for detailed protocols and support
products.
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