SANTA CRUZ BIOTECHNOLOQY, INC.

COG83 siRNA (m): sc-142456

The Power to Question

|BACKGROUND | [PRODUCT |
The structure and function of the Golgi apparatus is controlled by a number COG8 siRNA (m) is a pool of 3 target-specific 19-25 nt siRNAs designed to
of multi-protein complexes that are involved in glycosylation reactions and knock down gene expression. Each vial contains 3.3 nmol of lyophilized
vesicular transport. The conserved oligomeric Golgi (COG) complex consists siRNA, sufficient for a 10 uM solution once resuspended using protocol
of three subcomplexes, termed LDLC, SEC34 and GTT (Golgi transport com- below. Suitable for 50-100 transfections. Also see COG8 shRNA Plasmid (m):

plex), all of which contain proteins necessary for proper Golgi operation. COG8 ~ sc-142456-SH and COG8 shRNA (m) Lentiviral Particles: sc-142456-V as
(conserved oligomeric Golgi complex subunit 8), also known as component of  alternate gene silencing products.

oligomeric Golgi complex 8, DOR1 or CDG2H, is a 612 amino acid peripheral
membrane protein that is required for normal Golgi function and is a mem-
ber of the COG8 family. Defects in the gene encoding COG8 are associated
with congenital disorder of glycosylation type 2H (CDG2H), an inherited dis-

order that leads to under-glycosylation of serum proteins. | STORAGE AND RESUSPENSION |
| REFERENCES | Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least

. . f h f shi . -20°
1. Whyte, J.R. and Munro, S. 2001. The Sec34/35 Golgi transport complex is one year from the date of shipment. Once resuspended, store at -20° ,
- ) . . ; avoid contact with RNAses and repeated freeze thaw cycles.

related to the exocyst, defining a family of complexes involved in multiple

steps of membrane traffic. Dev. Cell 1: 527-537. Resuspend lyophilized siRNA duplex in 330 pl of the RNAse-free water
provided. Resuspension of the siRNA duplex in 330 pl of RNAse-free water
makes a 10 pM solution in a 10 uM Tris-HCI, pH 8.0, 20 mM NaCl, 1 mM
EDTA buffered solution.

For independent verification of COG8 (m) gene silencing results, we also pro-
vide the individual siRNA duplex components. Each is available as 3.3 nmol
of lyophilized siRNA. These include: sc-142456A, sc-142456B and sc-142456C.

2. Loh, E. and Hong, W. 2002. Sec34 is implicated in traffic from the endo-
plasmic reticulum to the Golgi and exists in a complex with GTC-90 and
|dIBp. J. Biol. Chem. 277: 21955-21961.

3.Ungar, D., Oka, T, Brittle, E.E., Vasile, E., Lupashin, V.V, Chatterton, J.E., |APPLICATIONS |
Heuser, J.E., Krieger, M. and Waters, M.G. 2002. Characterization of a
mammalian Golgi-localized protein complex, COG, that is required for

COG8 siRNA (m) is recommended for the inhibition of COG8 expression in

. ) . mouse cells.
normal Golgi morphology and function. J. Cell Biol. 157: 405-415.
4. Foulquier, F, Ungar, D., Reynders, E., Zeevaert, R., Mills, P, Garcia-Silva, [SUPPORT REAGENTS
M.T., Brioqgs, P., Winchester, _B-' Morelle, W., Krieger,.l\/l., Annaert, W. For optimal siRNA transfection efficiency, Santa Cruz Biotechnology's
anq Matthus, G. 2007-'A_ new inborn error of Q|YCOS_‘/|3“0“ .due.to a Cog8 siRNA Transfection Reagent: sc-29528 (0.3 ml), siRNA Transfection Medium:
deficiency revegls a critical role for the Cog1-Cog8 interaction in COG $6-36868 (20 ml) and siRNA Dilution Buffer: sc-29527 (1.5 ml) are recom-
complex formation. Hum. Mol. Genet. 16: 717-730. mended. Control siRNAs or Fluorescein Conjugated Control siRNAs are
5. Kranz, C., Ng, B.G., Sun, L., Sharma, V., Eklund, E.A., Miura, Y., Ungar, D., available as 10 pM in 66 pl. Each contain a scrambled sequence that will
Lupashin, V., Winkel, R.D., Cipollo, J.F, Costello, C.E., Loh, E., Hong, W. not lead to the specific degradation of any known cellular mRNA. Fluorescein
and Freeze, H.H. 2007. COG8 deficiency causes new congenital disorder Conjugated Control siRNAs include: sc-36869, sc-44239, sc-44240 and
of glycosylation type IIh. Hum. Mol. Genet. 16: 731-741. sc-44241. Control siRNAs include: sc-37007, sc-44230, sc-44231, sc-44232,

i ) ] ) ] Sc-44233, sc-44234, sc-44235, sc-44236, sc-44237 and sc-44238.
6. Online Mendelian Inheritance in Man, OMIM™. 2007. Johns Hopkins

University, Baltimore, MD. MIM Number: 606979. World Wide Web URL: | RT-PCR REAGENTS |
http://www.ncbi.nlm.nih.gov/omim/

Semi-guantitative RT-PCR may be performed to monitor COG8 gene expres-

7. Smith, R.D. and Lupa_shin, VV 2008. Role‘of the conserved oligomeric sion knockdown using RT-PCR Primer: COG8 (m)-PR: sc-142456-PR (20 pl).
Golgi (COG) complex in protein glycosylation. Carbohydr. Res. 343: Annealing temperature for the primers should be 55-60° C and the extension
2024-2031. temperature should be 68-72° C.

|CHROMOSOMAL LOCATION |
Genetic locus: Cog8 (mouse) mapping to 8 D3.

[RESEARCH USE |
For research use only, not for use in diagnostic procedures.

[PROTOCOLS |

See our web site at www.scbt.com for detailed protocols and support
products.
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