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|BACKGROUND | [STORAGE anD RESUSPENSION
CROT (carnitine O-octanoyltransferase), also called COT (carnitine octanoyl- Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
transferase), is a member of the carnitine/choline acetyltransferase protein one year from the date of shipment. Once resuspended, store at -20° C,

family, which also includes CAT, CPTI, CPTI-M and CPTII. Carnitine/choline avoid contact with RNAses and repeated freeze thaw cycles.
acetyltransferase family members are essential for the -oxidation of fatty
acids. CROT localizes to peroxisomes and is highly expressed in liver, kidney
and proximal intestinal epithelium. CROT plays a role in lipid metabolism,
catalyzing the reversible conversion of acyl-CoAs to their corresponding car-

Resuspend lyophilized siRNA duplex in 330 pl of the RNAse-free water
provided. Resuspension of the siRNA duplex in 330 pl of RNAse-free water
makes a 10 pM solution in a 10 uM Tris-HCI, pH 8.0, 20 mM NaCl, 1 mM

o . . I . EDTA buffered solution.
nitine esters—a crucial step in facilitating the transport of fatty acids out of
peroxisomes to mitochondria, where they can be further degraded. With a
preference for straight and branched medium-chain acyl-CoAs (C6-C10 chain |APPL_ICATIO_NS —— —
length), CROT plays an important role in energy metabolism in eukaryotes. In CROT siRNA (m) is recommended for the inhibition of CROT expression in
addition, CROT activity can be inhibited by malonyl-CoA. mouse cells.
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| CHROMOSOMAL LOCATION

| [RT-PCR REAGENTS

Genetic locus: Crot (mouse) mapping to 5 A1. Semi-quantitative RT-PCR may be performed to monitor CROT gene expres-

sion knockdown using RT-PCR Primer: CROT (m)-PR: sc-142579-PR (20 pl).
| PRODUCT | Annealing temperature for the primers should be 55-60° C and the extension
CROT siRNA (m) is a pool of 3 target-specific 19-25 nt siRNAs designed to temperature should be 68-72° C.

knock down gene expression. Each vial contains 3.3 nmol of lyophilized

siRNA, sufficient for a 10 uM solution once resuspended using protocol | RESEARCH USE

below. Suitable for 50-100 transfections. Also see CROT shRNA Plasmid (m):

For research use only, not for use in diagnostic procedures.
sc-142579-SH and CROT shRNA (m) Lentiviral Particles: sc-142579-V as v / US8 In diagnostic p v

alternate gene silencing products. | PROTOCOLS

For independent verification of CROT (m) gene silencing results, we also pro-
vide the individual siRNA duplex components. Each is available as 3.3 nmol
of lyophilized siRNA. These include: sc-142579A, sc-1425798B and sc-142579C.

See our web site at www.scbt.com for detailed protocols and support
products.
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