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|BACKGROUND | [STORAGE anD RESUSPENSION

Strumpellin, also known as SPG8 or KIAAQ196, is a 1,159 amino acid ubiqui- Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
tously expressed protein that is present at higher levels in skeletal muscle one year from the date of shipment. Once resuspended, store at -20° C,
and prostate cancer cells, suggesting a role in tumorigenesis. Defects in avoid contact with RNAses and repeated freeze thaw cycles.

the gene encoding Strumpellin are the cause of autosomal dominant spastic
paraplegia type 8 (SPG8), characterized by the slow and gradual weakening
of the legs, as well as muscle spasms, stiffness and incontinence. The gene
encoding Strumpellin maps to human chromosome 8, which consists of nearly
146 million base pairs, houses more than 800 genes and is associated with a

Resuspend lyophilized siRNA duplex in 330 pl of the RNAse-free water
provided. Resuspension of the siRNA duplex in 330 pl of RNAse-free water
makes a 10 pM solution in a 10 uM Tris-HCI, pH 8.0, 20 mM NaCl, 1 mM
EDTA buffered solution.

variety of diseases and malignancies. Schizophrenia, bipolar disorder, trisomy
8, Pfeiffer syndrome, congenital hypothyroidism, Waardenburg syndrome and |APPUCATIONS

some leukemias and lymphomas are thought to occur as a result of defects in -~ Strumpellin siRNA (m) is recommended for the inhibition of Strumpellin

specific genes that map to chromosome 8. expression in mouse cells.
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|CHROMOSOMAL LOCATION

| [RT-PCR REAGENTS

Genetic locus: Washc5 (mouse) mapping to 15 D1. Semi-quantitative RT-PCR may be performed to monitor Strumpellin

gene expression knockdown using RT-PCR Primer: Strumpellin (m)-PR:
| PRODUCT | sc-143260-PR (20 pl). Annealing temperature for the primers should be
Strumpellin siRNA (m) is a target-specific 19-25 nt siRNA designed to knock 55-60° C and the extension temperature should be 68-72° C.

down gene expression. Each vial contains 3.3 nmol of lyophilized siRNA,

sufficient for a 10 uM solution once resuspended using protocol below. | PROTOCOLS

Suitable for 50-100 transfections. Also see Strumpellin shRNA Plasmid (m):
sc-143260-SH and Strumpellin shRNA (m) Lentiviral Particles: sc-143260-V
as alternate gene silencing products.

See our web site at www.scht.com for detailed protocols and support
products.

|RESEARCH USE |

For research use only, not for use in diagnostic procedures.
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