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|BACKGROUND | |STORAGE AND RESUSPENSION

The RBM (RNA-binding motif) gene family encodes proteins with an RNA Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
binding motif. RBM46, also known as cancer/testis antigen 68, is a 533 amino one year from the date of shipment. Once resuspended, store at -20° C,
acid protein containing three RNA recognition motifs (RRMs). RNA recognition avoid contact with RNAses and repeated freeze thaw cycles.

motifs are one of the most abundant domains in eukaryotes. Characterized Resuspend lyophilized siRNA duplex in 330 pl of the RNAse-free water

by two o helices pac_ked onto a fqur str_anded f-sheet, t_hes_e RNA binding provided. Resuspension of the siRNA duplex in 330 pl of RNAse-free water
domains usually consist of a 90 amino acid sequence that is highly conserved I .

) 7 . . . X . makes a 10 pM solution in a 10 uM Tris-HCI, pH 8.0, 20 mM NaCl, 1 mM
among species. RRM-containing proteins are involved in a high variety of EDTA buffered solution

post-translational gene regulation events including splicing, translation regu-

lation, pre-mRNA processing, degradation, alternative splicing, mRNA export, | APPLICATIONS

mRNA stability, RNA editing and pre-rRNA complex formation.
RBM46 siRNA (m) is recommended for the inhibition of RBM46 expression in
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[CHROMOSOMAL LOCATION |
Genetic locus: Rbm46 (mouse) mapping to 3 E3.

[PRODUCT |

RBM46 siRNA (m) is a pool of 3 target-specific 19-25 nt siRNAs designed
to knock down gene expression. Each vial contains 3.3 nmol of lyophilized
siRNA, sufficient for a 10 pM solution once resuspended using protocol
below. Suitable for 50-100 transfections. Also see RBM46 shRNA Plasmid (m):
sc-144086-SH and RBM46 shRNA (m) Lentiviral Particles: sc-144086-V as
alternate gene silencing products.

For independent verification of RBM46 (m) gene silencing results, we also pro-
vide the individual siRNA duplex components. Each is available as 3.3 nmol
of lyophilized siRNA. These include: sc-144086A, sc-144086B and sc-144086C.
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