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The Power to Question

|BACKGROUND | [PRODUCT
In eukaryotic systems, initiation of transcription from protein-coding genes is ESF1 siRNA (m) is a pool of 3 target-specific 19-25 nt siRNAs designed to
a complex process requiring RNA polymerase |l and broad families of auxil- knock down gene expression. Each vial contains 3.3 nmol of lyophilized
iary transcription factors. Such factors can be divided into two major function- siRNA, sufficient for a 10 uM solution once resuspended using protocol
al classes: the basal factors that are required for transcription of all Pol I below. Suitable for 50-100 transfections. Also see ESF1 shRNA Plasmid (m):
genes, including TFIIA, TFIIB, TFIID, TFIIE, TFIIF and TFIIH and sequence-spe- sc-144944-SH and ESF1 shRNA (m) Lentiviral Particles: sc-144944-V as alter-
cific factors that regulate gene expression. The basal transcription factors nate gene silencing products.

and Pol Il form a specific multi-protein complex near the transcription start
site by interacting with core promotor elements such as the TATA box, gen-
erally located 25-30 base pairs upstream of the transcription start site. ABT1
(activator of basal transcription 1) is a nuclear protein that associates with
the TATA-binding protein (TBP) and enhances basal transcription activity of

For independent verification of ESF1 (m) gene silencing results, we also
provide the individual siRNA duplex components. Each is available as
3.3 nmol of lyophilized siRNA. These include: sc-144944A, sc-144944B
and sc-144944C.

class Il promoters. ABT1 forms a complex with ESF1, also designated ABT1- | STORAGE AND RESUSPENSION

associated protein (ABTAP), which disrupts ABT1 interaction with TBP and

suppresses ABT1-induced activation of Pol Il-directed transcription. The Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least

ABT1/ESF1 complex colocalizes in the nucleolus and nucleoplasm. one year from the date of shipment. Once resuspended, store at -20° C,
avoid contact with RNAses and repeated freeze thaw cycles.
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[RESEARCH USE |
For research use only, not for use in diagnostic procedures.

[PROTOCOLS |

See our web site at www.scbt.com for detailed protocols and support
products.
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