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|BACKGROUND | [PRODUCT |

GLT8D2 (glycosyltransferase 8 domain-containing protein 2), also known as GLT8D2 siRNA (m) is a pool of 3 target-specific 19-25 nt siRNAs designed
GALA4A, is a 349 amino acid single-pass type Il membrane protein. A member  to knock down gene expression. Each vial contains 3.3 nmol of Iyophilized
of the glycosyltransferase 8 family, GLT8DZ is encoded by a gene that maps siRNA, sufficient for a 10 uM solution once resuspended using protocol

to human chromosome 12q23.3. Encoding over 1,100 genes within 132 million below. Suitable for 50-100 transfections. Also see GLT8D2 shRNA Plasmid (m):
base pairs, chromosome 12 makes up about 4.5% of the human genome. sc-145437-SH and GLT8D2 shRNA (m) Lentiviral Particles: sc-145437-V as

A number of skeletal deformities are linked to chromosome 12, including alternate gene silencing products.

hypochondrogenesis, achondrogenesis, Noonan syndrome, Kniest dysplasia
and trisomy 12p. Chromosome 12 is also home to a homeobox gene cluster,

For independent verification of GLT8D2 (m) gene silencing results, we
also provide the individual siRNA duplex components. Each is available as

which encodes crucial transcription factors for morphogenesis, as well as 4 3 ) o | ophilized SIRNA. These include: sc-145437A, sc-1454378 and
the natural killer complex gene cluster, which encodes C-type lectin proteins 5c-145437C

that mediate the NK cell response to MHC | interaction.

| |STORAGE AND RESUSPENSION |

Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
one year from the date of shipment. Once resuspended, store at -20° C,
avoid contact with RNAses and repeated freeze thaw cycles.
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|CHROMOSOMAL LOCATION |
Genetic locus: GIt8d2 (mouse) mapping to 10 C1.

[RESEARCH USE |
For research use only, not for use in diagnostic procedures.
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