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|BACKGROUND | [STORAGE anD RESUSPENSION
The BTB (broad-complex, tramtrack and bric a brac) domain, also known as Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
the POZ (poxvirus and zinc finger) domain, is an N-terminal homodimerization one year from the date of shipment. Once resuspended, store at -20° C,

domain that contains multiple copies of kelch repeats and/or C,H,-type zinc avoid contact with RNAses and repeated freeze thaw cycles.
fingers. Proteins that contain BTB domains are thought to be involved in tran-
scriptional regulation via control of chromatin structure and function. The
Kelch repeat and BTB domain-containing protein 8 (KBTBD8) contains one
BTB (POZ) domain, five Kelch repeats and one BACK (BTB/Kelch associated)

Resuspend lyophilized siRNA duplex in 330 pl of the RNAse-free water
provided. Resuspension of the siRNA duplex in 330 pl of RNAse-free water
makes a 10 pM solution in a 10 uM Tris-HCI, pH 8.0, 20 mM NaCl, 1 mM

. . . s ; . EDTA buffered solution.
domain suggesting a role in transcription regulation. The gene encoding
KBTBD8 maps to ghromosome 3p14.1, which contams over 1,100 genes. |APPLICATIONS
Notably, a chemokine receptor gene cluster and a variety of human cancer : : —— :
related loci reside on chromosome 3. Particular regions of the chromosome 3 KBTBDS siRNA (m) is recommended for the inhibition of KBTBD8 expression
short arm are deleted in many types of cancer cells as well. in mouse cells.
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| CHROMOSOMAL LOCATION

| [PROTOCOLS

Genetic locus: Kbthd8 (mouse) mapping to 6 D2. ) )
See our web site at www.scbt.com for detailed protocols and support
| PRODUCT | prOdUCtS.

KBTBD8 siRNA (m) is a pool of 3 target-specific 19-25 nt siRNAs designed
to knock down gene expression. Each vial contains 3.3 nmol of Iyophilized
siRNA, sufficient for a 10 pM solution once resuspended using protocol below.
Suitable for 50-100 transfections. Also see KBTBD8 shRNA Plasmid (m):
sc-146354-SH and KBTBD8 shRNA (m) Lentiviral Particles: sc-146354-V as
alternate gene silencing products.

For independent verification of KBTBD8 (m) gene silencing results, we also
provide the individual siRNA duplex components. Each is available as 3.3 nmol
of lyophilized siRNA. These include: sc-146354A, sc-146354B and sc-146354C.

Santa Cruz Biotechnology, Inc.  1.800.457.3801 831.457.3800 fax 831.457.3801 Europe +00800 4573 8000 49622145030 www.scbt.com



