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|BACKGROUND | |STORAGE AND RESUSPENSION |

Ribosomes, the organelles that catalyze protein synthesis, are composed of Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
a small subunit (40S) and a large subunit (60S) that consist of over 80 distinct one year from the date of shipment. Once resuspended, store at -20° C,
ribosomal proteins. Ribosomal Protein S16, also known as RPS16, isa 146 avoid contact with RNAses and repeated freeze thaw cycles.

amino acid cytoplasmic protein that belongs to the S9P ribosomal protein fam-
ily. One of several components of the 40S subunit, Ribosomal Protein S16 may
play a role in ribosome assembly and translation initiation. Elevated levels
of Ribosomal Protein S16 may be associated with pancreatic and breast can-

Resuspend lyophilized siRNA duplex in 330 pl of the RNAse-free water
provided. Resuspension of the siRNA duplex in 330 pl of RNAse-free water
makes a 10 pM solution in a 10 uM Tris-HCI, pH 8.0, 20 mM NaCl, 1 mM

. ! ; . . . : EDTA buffered solution.
cer, suggesting a possible role for Ribosomal Protein S16 in tumorigenesis.
Like other mammalian ribosomal proteins, Ribosomal Protein S16 exists as | APPLICATIONS
multiple processed pseudogenes that are found throughout the genome.
Ribosomal Protein S16 siRNA (m) is recommended for the inhibition of
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Genetic locus: Rps16 (mouse) mapping to 7 A3.

[PRODUCT | [RT-PCR REAGENTS

Ribosomal Protein S16 siRNA (m) is a target-specific 19-25 nt siRNA designed Efabmi—quar;tli:tati\{e gTéPCR may be pgrfol(rme(;dto moni_tor RT.PCR Primer
to knock down gene expression. Each vial contains 3.3 nmol of lyophilized ibosomal Protein 516 gene expression knockdown using R1- fimer:

siRNA, sufficient for a 10 pM solution once resuspended using protocol below. R|bosoma.| Protein 16 {m)-PR: 300452937'PR (20 “l)'. Annealing temperature
Suitable for 50-100 transfections. Also see Ribosomal Protein S16 shRNA for the prlmers should be 55-60° C and the extension temperature should
Plasmid (m: sc-152937-SH and Ribosomal Protein S16 ShANA (m Lentiviral 08 68727 C.

Particles: sc-152937-V as alternate gene silencing products. | RESEARCH USE

| PROTOCOLS | For research use only, not for use in diagnostic procedures.

See our web site at www.scbt.com for detailed protocols and support
products.
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