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The Power to Question

|BACKGROUND

| [APPLICATIONS

PGLS (6-phosphogluconolactonase), also known as 6PGL, is a 258 amino acid
protein that belongs to the glucosamine/galactosamine-6-phosphate isomerase
family and the 6-phosphogluconolactonase subfamily. Localizing to cytoplasm,
PGLS is a particularly active enzyme that catalyzes the hydrolysis of 6-phos-
phogluconolactone to 6-phosphogluconate, which is the second step of the
pentose phosphate pathway. Highly conserved, PGLS shares 33% to 37%
sequence similarity with yeast Sol1, Sol2, Sol3 and Sol4, 26% similarity with
the C-terminal portion of human H6PD, 20% to 25% similarity with bacterial
devB proteins and 17% similarity with human GNPDA1. PGLS erythrocyte
deficiency, an autosomal dominant disorder, in conjunction with G6PD defi-
ciency, may play a role in hemolytic anemia. The gene that encodes PGLS
maps to human chromosome 19p13.11.
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| CHROMOSOMAL LOCATION

Genetic locus: PGLS (human) mapping to 19p13.11.

[PRODUCT

PGLS (h): 293T Lysate represents a lysate of human PGLS transfected 293T
cells and is provided as 100 pg protein in 200 pl SDS-PAGE buffer.

PGLS (h): 293T Lysate is suitable as a Western Blotting positive control for
human reactive PGLS antibodies. Recommended use: 10-20 pl per lane.

Control 293T Lysate: sc-117752 is available as a Western Blotting negative
control lysate derived from non-transfected 293T cells.

|STORAGE

Store at -20° C. Repeated freezing and thawing should be minimized. Sample
vial should be boiled once prior to use. Non-hazardous. No MSDS required.

|RESEARCH USE

For research use only, not for use in diagnostic procedures.

. [PROTOCOLS

See our web site at www.scht.com for detailed protocols and support
products.
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