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|BACKGROUND | |PRODUCT |

DNA-mismatch repair (MMR) is an essential process in maintaining genetic MLH1 (h): 293T Lysate represents a lysate of human MLH1 transfected 293T
stability. Lack of a functional DNA-mismatch repair pathway is a common cells and is provided as 100 pg protein in 200 pl SDS-PAGE buffer.

characteristic of several different types of human cancers, either due to an
MMR gene mutation or promoter methylation gene silencing. MLH1 is an |APPLICATIONS |

integral part of the protein complex responsible for mismatch repair that is MLH1 (h): 293T Lysate is suitable as a Western Blotting positive control for

expressed in lymphocytes, heart, colon, breast, lung, spleen, testis, prostate,  man reactive MLH1 antibodies. Recommended use: 10-20 pl per lane.
thyroid and gall bladder and is methylated in several ovarian tumors. Loss ) ) ) )
Of MI_H‘| protein expression iS associated W|th a mutated phenotype’ micro_ COﬂtr0| 293T Lysate SC'1 17752 1S a\/a||ab|e asa Westel’n B|0tt|ng nega“\/e

satellite instability and a predisposition to cancer. In hereditary nonpolyposis control lysate derived from non-transfected 293T cells.

colorectal cancer (HNPCC), an autosomal dominant inherited cancer syndrome MLH1 (A-8): sc-133228 is recommended as a positive control antibody for
that signifies a high risk of colorectal and various other types of cancer, the Western Blot analysis of enhanced human MLH1 expression in MLH1 trans-
MLH1 gene exhibits a pathogenic mutation. Certain cancer cell lines, including  fected 293T cells (starting dilution 1:100, dilution range 1:100-1:1,000).
leukemia CCRF-CEM, colon HCT 116 and KM12, and ovarian cancers SK-OV-3

and IGROV-1, show complete deficiency of MLH1, while MLH1 is expressed | RECOMMENDED SUPPORT REAGENTS |
in 60% of melanomas, 70% of noninvasive squamous cell carcinomas and
30% of invasive squamous cell carcinomas.

To ensure optimal results, the following support reagents are recommended:
1) Western Blotting: use m-lgGk BP-HRP: sc-516102 or m-lgGk BP-HRP (Cruz
| Marker): sc-516102-CM (dilution range: 1:1000-1:10000), Cruz Marker™
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|CHROMOSOMAL LOCATION |
Genetic locus: MLH1 (human) mapping to 3p22.2.
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