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|BACKGROUND | |PRODUCT

The tripartite motif (TRIM) family of proteins are characterized by a conserved TRIM72 siRNA (r) is a pool of 2 target-specific 19-25 nt siRNAs designed
TRIM domain that includes a coiled-coil region, a B-box type zinc finger, one to knock down gene expression. Each vial contains 3.3 nmol of lyophilized

RING finger and three zinc-binding domains. TRIM72 (tripartite motif contain- siRNA, sufficient for a 10 pM solution once resuspended using protocol
ing 72), also known as MG53, is a 477 amino acid cytoplasmic vesicle mem- below. Suitable for 50-100 transfections. Also see TRIM72 shRNA Plasmid (r):
brane protein that belongs to the TRIM/RBCC family. Existing as a homo- sc-270638-SH and TRIM72 shRNA (r) Lentiviral Particles: sc-270638-V as

oligomer, TRIM72 contains one B box-type zinc finger, one B30.2/SPRY domain  alternate gene silencing products.
and a RING-type zinc finger. TRIM72 is considered a muscle-specific protein
that plays a central role in cell membrane repair by nucleating the assembly
of the repair machinery at injury sites. TRIM72 is required for transport of
dysferlin to sites of cell injury during repair patch formation. TRIM72 also reg-

For independent verification of TRIM72 (r) gene silencing results, we also
provide the individual siRNA duplex components. Each is available as 3.3 nmol
of lyophilized siRNA. These include: sc-270638A and sc-270638B.

ulates membrane budding and exocytosis and may be involved in the regula-
tion of the mobility of KV2.1-containing endocytic vesicles. TRIM72 exists as | STORAGE AND RESUSPENSION

two alternatively spliced isoforms and is encoded by a gene located on human  Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least

chromosome 16p11.2. one year from the date of shipment. Once resuspended, store at -20° C,
avoid contact with RNAses and repeated freeze thaw cycles.
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Genetic locus: Trim72 (rat) mapping to 1g37.

[PROTOCOLS |

See our web site at www.scht.com for detailed protocols and support
products.
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