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|BACKGROUND | |PRODUCT |
TMEMA45B is a 275 amino acid protein encoded by a gene mapping to human TMEMA45B (h): 293T Lysate represents a lysate of human TMEMA45B trans-
chromosome 11. With approximately 135 million base pairs and 1,400 genes, fected 293T cells and is provided as 100 g protein in 200 pyl SDS-PAGE
chromosome 11 makes up around 4% of human genomic DNA and is consid- buffer.

ered a gene and disease association dense chromosome. The chromosome
11 encoded Atm gene is important for regulation of cell cycle arrest and apop- | APPLICATIONS |
tosis following double strand DNA breaks. Atm mutation leads to the disor-
der known as ataxia-telangiectasia. The blood disorders Sickle cell anemia
and P thalassemia are caused by HBB gene mutations. Wilms' tumors, WAGR

TMEMA45B (h): 293T Lysate is suitable as a Western Blotting positive control
for human reactive TMEM45B antibodies. Recommended use: 10-20 pl

d dD Drash synd iated with mutati f th per lane.
syndrome and Denys-Drash syndrome are associated with mutations of the _ _ ' _
WT1 gene. Jervell and Lange-Nielsen syndrome, Jacobsen syndrome, Control 2937 Lysqte: sc-117752 is available as a Western Blotting negative
Niemann-Pick disease, hereditary angioedema and Smith-Lemli-Opitz syn- control lysate derived from non-transfected 293T cells.
drome are also associated with defects in chromosome 11. | STORAGE |
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|CHROMOSOMAL LOCATION |
Genetic locus: TMEMA45B (human) mapping to 11g24.3.
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