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|BACKGROUND | |STORAGE AND RESUSPENSION

Damaged DNA binding protein (DDB) is a heterodimer composed of two sub- Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
units, p127 and p48, which are designated DDB1 and DDB2, respectively. The one year from the date of shipment. Once resuspended, store at -20° C,
DDB heterodimer is involved in repairing DNA damaged by ultraviolet light. avoid contact with RNAses and repeated freeze thaw cycles.

Specifically, DDB, also designated UV-damaged DNA binding protein (UV-DDB),
xeroderma pigmentosum group E hinding factor (XPE-BF) and hepatitis B virus
X-associated protein 1 (XAP-1), binds to damaged cyclobutane pyrimidine
dimers (CPDs). Mutations in the DDBZ gene are implicated as causes of xero-
derma pigmentosum group E, an autosomal recessive disease in which

Resuspend lyophilized siRNA duplex in 330 pl of the RNAse-free water
provided. Resuspension of the siRNA duplex in 330 pl of RNAse-free water
makes a 10 pM solution in a 10 uM Tris-HCI, pH 8.0, 20 mM NaCl, 1 mM
EDTA buffered solution.

patients are defective in nucleotide excision DNA repair. XPE is characterized | APPLICATIONS

by hypersensitivity of the skin to sunlight with a high frequency of skin cancer

as well as neurologic abnormalities. The hepatitis B virus (HBV) X protein DDB1 siRNA (m) is recommended for the inhibition of DDB1 expression in
interacts with DDB1, which may mediate HBx transactivation. mouse cells.
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To ensure optimal results, the following support reagents are recommended:
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Genetic locus: Ddb1 (mouse) mapping to 19 A. | RT-PCR REAGENTS

| PRODUCT | Semi-quantitative RT-PCR may be performed to monitor DDB1 gene expres-

DDB1 siRNA (m) is a pool of 3 target-specific 19-25 nt siRNAs designed to ston k”OdeOWW using RT-PCR Primer: DDB1 (m]-PR: 80_37798_0}3R (20 pl,
X . | . 539 bp). Annealing temperature for the primers should be 55-60° C and the
knock down gene expression. Each vial contains 3.3 nmol of lyophilized

siRNA, sufficient for a 10 pM solution once resuspended using protocol extension temperature should be 68-72° C.

below. Suitable for 50-100 transfections. Also see DDB1 shRNA Plasmid (m):

5¢.37798-SH and DDB1 ShANA [m) Lentiviral Partiles: sc-37798Y as alter. L SELECT PRODUCT CITATIONS
nate gene silencing products. 1. Nishitani, H., et al. 2006. Two E3 ubiquitin ligases, SCF-Skp2 and DDB1-

Cul4, target human Cdt1 for proteolysis. EMBO J. 25: 1126-1136.
For independent verification of DDB1 (m) gene silencing results, we also pro- g P y

vide the individual siRNA duplex components. Each is available as 3.3 nmol | RESEARCH USE

of lyophilized siRNA. These include: sc-37798A, sc-37798B and sc-37798C. — -
For research use only, not for use in diagnostic procedures.
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