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|BACKGROUND | [STORAGE anD RESUSPENSION |
Initiation of transcription from protein-coding genes in eukaryotes is a com- Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
plex process that requires RNA polymerase Il, as well as families of basal one year from the date of shipment. Once resuspended, store at -20° C,
transcription factors. Binding of the factor TFIID (TBP) to the TATA box is avoid contact with RNAses and repeated freeze thaw cycles.

believed to be the first step in the formation of a multiprotein complex con-
taining several additional factors, including TFIIA, TFIIB, TFIIE, TFIIF and TFII. . . . .

) . . o . .R f the siRNA dupl | of RNAse-f t
TFIIH (or BTF2) is a multisubunit transcription/DNA repair factor that pos- E]r;)\k/;dse: me;l,i;psir;ﬁlt?gnom ae1%| UM T(:ius?l-(laélmpa,Hggg 20 mI\/ISSaETe1WniI\?Ir
sesses several enzymatic activities. The core of TFIIH is composed of five EDTA buffered solution ' - '
subunits, designated p89 (XPB or ERCC3), p62, p52, p44 and p34. Additional '
subunits of the TFIIH complex are p80 (XPD or ERCC2) and the ternary kinase
complex composed of Cdk7, cyclin H and MAT1. Both p89 and p80 have ATP- |APPUCATION$ ——
dependent helicase activity. The p62, p52 and p44 subunits have been shown ~ TFIIH pd2 siRNA (h) is recommended for the inhibition of TFIH p52

Resuspend lyophilized siRNA duplex in 330 pl of the RNAse-free water

to be invalved in nucleotide excision repair. expression in human cells.
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|CHROMOSOMAL LOCATION |
Genetic locus: GTF2H4 (human) mapping to 6p21.33.

[RT-PCR REAGENTS |

Semi-quantitative RT-PCR may be performed to monitor TFIIH p52 gene
| PRODUCT | expression knockdown using RT-PCR Primer: TFIIH p52 (h)-PR: sc-38528-PR

TFIIH p52 SIRNA (h) s a pool of 3 target-specific 19-25 nt siRNAs designed f?e“n'l: Annealing femperature 10f o primers should be 55-60 Cand the
to knock down gene expression. Each vial contains 3.3 nmol of lyophilized xienst peratu u ’

siRNA, sufficient for a 10 pM solution once resuspended using protocol below.
Suitable for 50100 transfections. Also see TFIH p52 ShANA Plasmid (.~ LRESEARCH USE S |
5¢-38528-SH and TFIIH p52 shRNA (h) Lentiviral Particles: sc-38528-V as For research use only, not for use in diagnostic procedures.

alternate gene silencing products.

PROTOCOLS

For independent verification of TFIIH p52 (h) gene silencing results, we also | - - |
provide the individual siRNA duplex components. Each is available as 3.3 nmol ~ See our web site at www.scbt.com for detailed protocols and support

of lyophilized siRNA. These include: sc-38528A, sc-38528B and sc-38528C. products.
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