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BACKGROUND

|

[PRODUCT |

Zinc-finger proteins contain DNA-binding domains and have a wide variety of

functions, most of which encompass some form of transcriptional activation
or repression. The majority of zinc-finger proteins contain a Kriippel-type DNA
binding domain and a KRAB domain, which is thought to interact with KAP1,
thereby recruiting histone modifying proteins. ZNF862 (zinc finger protein 862)
is a 1,169 amino acid nuclear protein that may be involved in transcriptional
regulation. Belonging to the Kriippel C,H,-type zinc-finger protein family,

ZNF862 contains 13 C,H,-type zinc fingers and a KRAB domain. The gene

encoding ZNF862 maps to human chromosome 7, which houses over 1,000
genes and comprises nearly 5% of the human genome. Chromosome 7 has

been linked to Osteogenesis imperfecta, Pendred syndrome, Lissencephaly,

Citrullinemia and Shwachman-Diamond syndrome. The deletion of a portion of
the g arm of chromosome 7 is associated with Williams-Beuren syndrome, a
condition characterized by mild mental retardation, an unusual comfort and
friendliness with strangers and an elfin appearance. Deletions of portions of
the g arm of chromosome 7 are also seen in a number of myeloid disorders
including cases of acute myelogenous leukemia and myelodysplasia.
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[ CHROMOSOMAL LOCATION

|

Genetic locus: ZNF862 (human) mapping to 7¢36.1.

[SOURCE

|

ZNF862 (A-6) is a mouse monaclonal antibody specific for an epitope mapping
between amino acids 1068-1096 near the C-terminus of ZNF862 of human
origin.

Each vial contains 200 pg IgM kappa light chain in 1.0 ml of PBS with <0.1%
sodium azide and 0.1% gelatin.

Blocking peptide available for competition studies, sc-398768 P, (100 g
peptide in 0.5 ml PBS containing < 0.1% sodium azide and 0.2% stabilizer
protein).

|APPLICATIONS |

ZNF862 (A-8) is recommended for detection of ZNF862 of human origin by
Western Blotting (starting dilution 1:100, dilution range 1:100-1:1000),
immunoprecipitation [1-2 pg per 100-500 pg of total protein (1 ml of cell
lysate)], immunofluorescence (starting dilution 1:50, dilution range 1:50-
1:500) and solid phase ELISA (starting dilution 1:30, dilution range 1:30-
1:3000).

Molecular Weight of ZNF862: 132/29 kDa.

Positive Controls: A549 cell lysate: sc-2413 or MCF7 whole cell lysate:
sc-2206.

|[RECOMMENDED SUPPORT REAGENTS |

To ensure optimal results, the following support reagents are recommended:
1) Westem Blotting: use m-IgGk BP-HRP: sc-516102 or m-IgGk BP-HRP (Cruz
Marker): sc-516102-CM (dilution range: 1:1000-1:10000), Cruz Marker™
Molecular Weight Standards: sc-2035, UltraCruz® Blocking Reagent:
sc-516214 and Western Blotting Luminol Reagent: sc-2048. 2) Immunopre-
cipitation: use Protein L-Agarose: sc-2336 (0.5 ml agarose/2.0 ml). 3) Immu-
nofluorescence: use m-lgGk BP-FITC: sc-516140 or m-lgGk BP-PE: sc-516141
(dilution range: 1:50-1:200) with UltraCruz® Mounting Medium: sc-24941 or
UltraCruz® Hard-set Mounting Medium: sc-359850.
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ZNF862 (A-6): sc-398768. Western blot analysis of
ZNF862 expression in A549 (A) and MCF7 (B) whole
cell lysates.

[STORAGE |

Store at 4° C, **D0 NOT FREEZE**. Stable for one year from the date of
shipment. Non-hazardous. No MSDS required.

|RESEARCH USE |

For research use only, not for use in diagnostic procedures.
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