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|BACKGROUND | [PRODUCT |
Ubiquitin is an abundant, highly conserved protein found in all eukaryotic cells UBC2 siRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs designed to
either free or covalently attached to cellular proteins. The primary function of knock down gene expression. Each vial contains 3.3 nmol of lyophilized
ubiquitin in mammalian systems is to clear abnormal, foreign, and improperly siRNA, sufficient for a 10 uM solution once resuspended using protocol

folded proteins by targeting them for proteosome degradation. In Saccharomy-  below. Suit-able for 50-100 transfections. Also see UBC2 shRNA Plasmid (h):
ces cerevisiae, ubiquitin-like proteins include Rub1, UlaT, Uba3, Smt3, Ubc2, sc-41677-SH and UBC2 shRNA (h) Lentiviral Particles: sc-41677-V as alter-
Ubc12 and Ubc9. Rub1 shares 53% homology with ubiquitin and requires acti- nate gene silencing products.

vation via Ula1, Uba3 and Ubc12 in order to conjugate to substrates direct-
ed to different proteolytic systems. Smt3, which is similar to mammalian
SUMO-1, requires Ubc9 for conjugation to other proteins. Skp1 connects
cell cycle regulators to the ubiquitin proteolysis machinery. Hrt1 is an essen-
tial subunit of Skp1 p-cgllin-F-box (SCF) comp_lexes, which are necessary for | STORAGE AND RESUSPENSION |
the degradation of various regulatory proteins. Ubc13 forms a complex

For independent verification of UBC2 (h) gene silencing results, we also pro-
vide the individual siRNA duplex components. Each is available as 3.3 nmol
of lyophilized siRNA. These include: sc-41677A, sc-41677B and sc-41677C.

with Mms2 that is involved the error-free DNA postreplication repair (PRR) Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
pathway. one year from the date of shipment. Once resuspended, store at -20° C,
avoid contact with RNAses and repeated freeze thaw cycles.
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Genetic locus: UBE2A (human) mapping to Xq24.

|RESEARCH USE |

For research use only, not for use in diagnostic procedures.

[PROTOCOLS |

See our web site at www.scbt.com for detailed protocols and support
products.
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