
Pr-Set7 (D-4): sc-515433

Santa Cruz Biotechnology, Inc.     1.800.457.3801     831.457.3800     fax 831.457.3801     Europe     +00800 4573 8000     49 6221 4503 0     www.scbt.com

BACKGROUND

The methylation of histones plays a pivotal role in the regulation of chromatin 
structure and gene expression. Histone methylation can occur on Arg or Lys 
residues, with an exquisite site selectivity for Lys methylation at specific posi-
tions in the N-termini of Histones H3 and H4. Pr-Set7, also referred to as SET8, 
is a nucleosome-specific monomethylase that specifically methylates H4 at 
Lys 20, a mark of constitutive and facultative heterochromatin. Pr-Set7 is a 
single subunit enzyme and prefers nucleosomal substrates. It functions to 
regulate cell-cycle-dependent transcriptional silencing and mitotic regulation 
in metazoans. The amino acid sequence RHRKVLRDN (17-25) is required for 
the SET domain of Pr-Set7 to function and, thus, for multiplicity of methylation 
of Lys 20 of H4 to occur. The methylation mark is very stable and is maintained 
even in the absence of Pr-Set7.
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CHROMOSOMAL LOCATION

Genetic locus: KMT5A (human) mapping to 12q24.31; Setd8 (mouse) mapping 
to 5 F.

SOURCE

Pr-Set7 (D-4) is a mouse monoclonal antibody specific for an epitope mapping 
between amino acids 170-192 within an internal region of Pr-Set7 of mouse 
origin.

PRODUCT

Each vial contains 200 µg IgG3 kappa light chain in 1.0 ml of PBS with < 0.1% 
sodium azide and 0.1% gelatin.

Blocking peptide available for competition studies, sc-515433 P, (100 µg 
peptide in 0.5 ml PBS containing < 0.1% sodium azide and 0.2% stabilizer 
protein).

APPLICATIONS

Pr-Set7 (D-4) is recommended for detection of Pr-Set7 of mouse, rat and 
human origin by Western Blotting (starting dilution 1:100, dilution range 
1:100-1:1000), immunoprecipitation [1-2 µg per 100-500 µg of total protein  
(1 ml of cell lysate)], immunofluorescence (starting dilution 1:50, dilution 
range 1:50-1:500) and solid phase ELISA (starting dilution 1:30, dilution 
range 1:30-1:3000).

Suitable for use as control antibody for Pr-Set7 siRNA (h): sc-62852, Pr-Set7 
siRNA (m): sc-155946, Pr-Set7 shRNA Plasmid (h): sc-62852-SH, Pr-Set7 
shRNA Plasmid (m): sc-155946-SH, Pr-Set7 shRNA (h) Lentiviral Particles: 
sc-62852-V and Pr-Set7 shRNA (m) Lentiviral Particles: sc-155946-V.

Molecular Weight of Pr-Set7: 43 kDa.

Positive Controls: WEHI-231 whole cell lysate: sc-2213, MM-142 nuclear 
extract: sc-2139 or C3H/10T1/2 cell lysate: sc-3801.

RECOMMENDED SUPPORT REAGENTS

To ensure optimal results, the following support reagents are recommended: 
1) Western Blotting: use m-IgGk BP-HRP: sc-516102 or m-IgGk BP-HRP (Cruz 
Marker): sc-516102-CM (dilution range: 1:1000-1:10000), Cruz Marker™ 
Molecular Weight Standards: sc-2035, UltraCruz® Blocking Reagent: 
sc-516214 and Western Blotting Luminol Reagent: sc-2048. 2) Immunopre-
cipitation: use Protein A/G PLUS-Agarose: sc-2003 (0.5 ml agarose/2.0 ml). 
3) Immunofluorescence: use m-IgGk BP-FITC: sc-516140 or m-IgGk BP-PE: 
sc-516141 (dilution range: 1:50-1:200) with UltraCruz® Mounting Medium:  
sc-24941 or UltraCruz® Hard-set Mounting Medium: sc-359850.
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STORAGE

Store at 4° C, **DO NOT FREEZE**. Stable for one year from the date of 
shipment. Non-hazardous. No MSDS required.

RESEARCH USE

For research use only, not for use in diagnostic procedures.

Pr-Set7 (D-4): sc-515433. Western blot analysis of
Pr-Set7 expression in WEHI-231 (A), MM-142 (B) and
F9 (C) nuclear extracts.
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Pr-Set7 (D-4): sc-515433. Western blot analysis
of Pr-Set7 expression in WEHI-231 (A) and
C3H/10T1/2 (B) whole cell lysates.
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