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|BACKGROUND | [PRODUCT |

The AAA ATPase family of molecular chaperones is characterized by a highly ~ ATAD5 siRNA (m) is a pool of 3 target-specific 19-25 nt siRNAs designed to
conserved AAA motif. Composed of 200-250 residues, the AAA domain con-  knock down gene expression. Each vial contains 3.3 nmol of lyophilized
tains Walker homology sequences and imparts ATPase activity. Members of siRNA, sufficient for a 10 uM solution once resuspended using protocol
the AAA ATPase family act as DNA helicases or transcription factors and are below. Suitable for 50-100 transfections. Also see ATAD5 shRNA Plasmid (m):
thought to be involved in several cellular functions, such as cell-cycle regula- sc-62348-SH and ATADS shRNA (m) Lentiviral Particles: sc-62348-V as alter-
tion, protein proteolysis, organelle biogenesis and vesicle-mediated protein nate gene silencing products.

transport. ATAD5 (ATPase family, AAA domain containing 5), also known as
chromosome fragility-associated gene 1 protein, FRAGT or ELG1, is a 1,844
amino acid nuclear protein that is involved in the DNA damage response and
belongs to the AAA ATPase family. Existing as two alternatively spliced iso-
forms, ATADS5 interacts with Rad9 in growing cells where it assists in interac-
tions between Rad9 and Bcl-2.

For independent verification of ATAD5 (m) gene silencing results, we also
provide the individual siRNA duplex components. Each is available as 3.3 nmol
of lyophilized siRNA. These include: sc-62348A, sc-62348B and sc-62348C.

|STORAGE AND RESUSPENSION |

Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
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[CHROMOSOMAL LOCATION | Annealing temperature for the primers should be 55-60° C and the extension

t ture should be 68-72° C.
Genetic locus: Atad5 (mouse) mapping to 11 B5. emperature snould be

[RESEARCH USE |
For research use only, not for use in diagnostic procedures.

[PROTOCOLS |

See our web site at www.scbt.com for detailed protocols and support
products.
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