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The Power to Question

|BACKGROUND | [STORAGE anD RESUSPENSION
Eukaryotic histones are water soluble, basic nuclear proteins that form hetero- Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
octameric nucleosome particles by wrapping 146 base pairs of DNA in a left- one year from the date of shipment. Once resuspended, store at -20° C,

handed super-helical turn sequentially to form chromosomal fiber. Two mole- avoid contact with RNAses and repeated freeze thaw cycles.
culesT(;]f eac? of the fou-r iorefTstorILeZSA(HHZZAE; ElZB H3, adn? H4)|_{§r|:14t29 octa- Resuspend lyophilized siRNA duplex in 330 pl of the RNAse-free water
Mmer. The octamer consists of two HeA- IMErs and two Ho-1s dimers, provided. Resuspension of the siRNA duplex in 330 pl of RNAse-free water

forming two pearly symmetrical halves by.tert|ar\./ struqture. l\/IacroHZ_A_, also makes a 10 uM solution in a 10 uM Tris-HCI. pH 8.0, 20 mM NaCl. 1 mM
called core histone MacroH2A2 (mH2A2), is a variant Histone H2A, originally .
EDTA buffered solution.

isolated in rat liver, that is nearly three times as large as conventional H2A.

MacroH2A may be involved in stable X chromosome inactivation as it is en- |APPLICATIONS

riched in inactive X chromosome chromatin.
MacroH2A siRNA (m) is recommended for the inhibition of MacroH2A
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Genetic locus: H2afy2 (mouse) mapping to 10 B4. | RT-PCR REAGENTS

Semi-quantitative RT-PCR may be performed to monitor MacroH2A gene
| PRODUCT | expression knockdown using RT-PCR Primer: MacroH2A (m)-PR: sc-62576-PR
MacroH2A siRNA (m) is a pool of 3 target-specific 19-25 nt siRNAs designed (20 pl). Annealing temperature for the primers should be 55-60° C and the
to knock down gene expression. Each vial contains 3.3 nmol of Iyophilized extension temperature should be 68-72° C.

siRNA, sufficient for a 10 M solution once resuspended using protocol below.

Suitable for 50-100 transfections. Also see MacroH2A shRNA Plasmid (m): | SELECT PRODUCT CITATIONS

sc-62576-SH and MacroH2A shRNA (m) Lentiviral Particles: sc-62576-V as 1.Lei, S, et al. 2014. MacroH2A suppresses the proliferation of the B16

altemnate gene silencing products. melanoma cell line. Mol. Med. Rep. 10: 1845-1850.
For independent verification of MacroH2A (m) gene silencing results, we

also provide the individual siRNA duplex components. Each is available as | RESEARCH USE

3.3 nmol of lyophilized siRNA. These include: sc-62576A, sc-62576B and For research use only, not for use in diagnostic procedures.
sc-62576C.
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