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|BACKGROUND | |STORAGE AND RESUSPENSION |

The cohesion complex is a multi-protein structure that is required for cohesion Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
of sister chromatids after DNA replication and may be involved in mitotic spin-  one year from the date of shipment. Once resuspended, store at -20° C,
dle pole assembly. The complex is composed of a heterodimer between SMC1 avoid contact with RNAses and repeated freeze thaw cycles.

and SMC3, two proteins that are linked at their heads by Rad21, and an addi-
tional protein called SA-1 (stromal antigen 1). SA-1, also known as STAG1, is
a 1,258 amino acid component of the cohesion complex that interacts directly
with Rad21. Localized to the nucleus, SA-1 associates with chromatin and,

Resuspend lyophilized siRNA duplex in 330 pl of the RNAse-free water
provided. Resuspension of the siRNA duplex in 330 pl of RNAse-free water
makes a 10 pM solution in a 10 uM Tris-HCI, pH 8.0, 20 mM NaCl, 1 mM

upon phosphorylation by PIk, dissociates from chromatin to allow proper chro- EDTA buffered solution.
mosome separation QUrlng anaphase. SA-1, the human homqlog of ygagt |APPLICATIONS
Sce3p, is expressed in thymus, bone marrow and spleen and is 99% similar
to its mouse counterpart. SA-1 siRNA (m) is recommended for the inhibition of SA-1 expression in
mouse cells.
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PRODUCT (
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Genetic locus: Stag1 (mouse) mapping to 9 E4.

SA-1 siRNA (m) is a pool of 3 target-specific 19-25 nt siRNAs designed to

knock down gene expression. Each vial contains 3.3 nmol of lyophilized | RT-PCR REAGENTS

siRNA, sufficient for a 10 pM solution once resuspended using protocol . o . .
below. Suitable for 50-100 transfections. Also see SA-1 ShRNA Plasmid (m: Eemtg“an“taﬁve:TT';CC:;‘?’V b_‘“'SpAeqformegRt_o i SF,’Q'1288”|8 expresson
$¢-62969-SH and SA-1 shRNA (m) Lentiviral Particles: sc-62969-V as alter- nockdown Lsing Hi- fimer: SA-1 (m)-PR: sc- PR (20 ). Annealing

temperature for the primers should be 55-60° C and the extension tempera-

t ilencing products.
e gene stiencing procucts ture should be 68-72° C.

For independent verification of SA-1 (m) gene silencing results, we also pro-
vide the individual siRNA duplex components. Each is available as 3.3 nmol | RESEARCH USE
of lyophilized siRNA. These include: sc-62969A, sc-62969B and sc-62969C.

For research use only, not for use in diagnostic procedures.

[PROTOCOLS |

See our web site at www.scbt.com for detailed protocols and support
products.
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