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|BACKGROUND | |STORAGE AND RESUSPENSION

ARHGAP28 (rho GTPase activating protein 28), also known as KIAA1314, is a Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
729 amino acid protein that contains one helical Rho-GAP domain. Expressed one year from the date of shipment. Once resuspended, store at -20° C,
at moderate levels in ovary and kidney and at lower levels in skeletal muscle avoid contact with RNAses and repeated freeze thaw cycles.

and spleen, ARHGAP28 functions as a negative regulator of Rho-type GTPas-
es, specifically catalyzing the conversion of the target GTPase to an inactive,
GDP-bound state. ARHGAP28, which exists as four alternatively spliced iso-
forms, is subject to DNA damaged-induced phosphorylation, passibly by ATM
or ATR. The gene encoding ARHGAP28 localizes to human chromosome 18,

Resuspend lyophilized siRNA duplex in 330 pl of the RNAse-free water
provided. Resuspension of the siRNA duplex in 330 pl of RNAse-free water
makes a 10 pM solution in a 10 uM Tris-HCI, pH 8.0, 20 mM NaCl, 1 mM
EDTA buffered solution.

which houses over 300 protein-coding genes and contains nearly 76 million |APPLICATIONS
bases. There are a variety of diseases associated with defects in chromosome

18-localized genes, some of which include Trisomy 18 (also known as Edwards ~ ARHGAPZ8 siRNA (h) is recommended for the inhibition of ARHGAP28
syndrome), Niemann-Pick disease, hereditary hemorrhagic telangiectasia, expression in human cells.
erythropoietic protoporphyria and follicular lymphomas.

|SUPPORT REAGENTS
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| CHROMOSOMAL LOCATION | rescence: use m-IgGk BP-FITC: sc-516140 or m-IgGk BP-PE: sc-516141

(dilution range: 1:50-1:200) with UltraCruz® Mounting Medium: sc-24941

Genetic locus: ARHGAP28 (human) mapping to 18p11.31. or UltraCruz® Hard-set Mounting Medium: sc-359850.

[PRODUCT

| [RT-PCR REAGENTS

ARHGAP28 siRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs designed
to knock down gene expression. Each vial contains 3.3 nmol of lyophilized
siRNA, sufficient for a 10 pM solution once resuspended using protocol below.
Suitable for 50-100 transfections. Also see ARHGAP28 shRNA Plasmid (h):
sc-72534-SH and ARHGAP28 shRNA (h) Lentiviral Particles: sc-72534-V as

Semi-quantitative RT-PCR may be performed to monitor ARHGAP28 gene
expression knockdown using RT-PCR Primer: ARHGAP28 (h)-PR: sc-72534-PR
(20 pl). Annealing temperature for the primers should be 55-60° C and the
extension temperature should be 68-72° C.

alternate gene silencing products.

[PROTOCOLS
For |.ndepenF18n.t'ver|f|c§t|on of ARHGAPZ8 (h) gene sHanmg results, we also See our web site at www.scht.com for detailed protocols and support
provide the individual siRNA duplex components. Each is available as 3.3 nmol products.

of lyophilized siRNA. These include: sc-72534A, sc-72534B and sc-72534C.

|RESEARCH USE |

For research use only, not for use in diagnostic procedures.
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