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|BACKGROUND | |STORAGE AND RESUSPENSION

On human chromosome 6, Major histocompatibility complex (MHC) class | Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
and Il gene clusters are separated by a 700-kb stretch of sequence known as one year from the date of shipment. Once resuspended, store at -20° C,
the MHC class Ill region. This extremely dense region contains very few genes avoid contact with RNAses and repeated freeze thaw cycles.

that have been functionally characterized. MHC class Ill molecules have very
different functions than class | and Il molecules. Rather than playing direct
roles in the innate and adaptive immune responses, class Il molecules encode
for products of immunity such as complement components and cytokines.
HLA-B-associated transcripts (BATs) map within the MHC class Il gene region,

Resuspend lyophilized siRNA duplex in 330 pl of the RNAse-free water
provided. Resuspension of the siRNA duplex in 330 pl of RNAse-free water
makes a 10 pM solution in a 10 uM Tris-HCI, pH 8.0, 20 mM NaCl, 1 mM
EDTA buffered solution.

which also includes the genes for TNF-o and TNF-B. BATS (HLA-B-associated | APPLICATIONS
transcript 5), also known as Protein G5, is a 558 amino acid multi-pass mem-

brane protein that belongs to the BAT family. The gene encoding BATS maps BAT5 siRNA (m) is recommended for the inhibition of BAT5 expression in
within a cluster of BAT genes that is implicated in the development of mouse cells.
rheumatoid arthritis and Insulin-dependent diabetes mellitus (IDDM).
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|CHROMOSOMAL LOCATION |
Genetic locus: Bat5 (mouse) mapping to 17 B1.

[PRODUCT |

BAT5 siRNA (m) is a pool of 3 target-specific 19-25 nt siRNAs designed
to knock down gene expression. Each vial contains 3.3 nmol of lyophilized
siRNA, sufficient for a 10 pM solution once resuspended using protocol
below. Suitable for 50-100 transfections. Also see BAT5 shRNA Plasmid (m):
sc-72619-SH and BAT5 shRNA (m) Lentiviral Particles: sc-72619-V as alter-
nate gene silencing products.

For independent verification of BAT5 (m) gene silencing results, we also pro-
vide the individual siRNA duplex components. Each is available as 3.3 nmol
of Iyophilized siRNA. These include: sc-72619A, sc-72619B and sc-72619C.

|RESEARCH USE |

For research use only, not for use in diagnostic procedures.
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