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|BACKGROUND | |STORAGE AND RESUSPENSION |
Proper nucleosome assembly is critical for compacting DNA into chromatin. Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
NAP1 (nucleosome assembly protein 1) is a nuclear protein that acts as a one year from the date of shipment. Once resuspended, store at -20° C,
transcriptional regulator and functions in nucleosome assembly. NAP1L1 avoid contact with RNAses and repeated freeze thaw cycles.

(nucleosome assembly protein 1-like 1), also known as NRP, is a 391 amino
acid member of the nucleosome assembly protein (NAP) family and may be
involved in mediating chromatin formation. Localized to the nucleus and ex-
pressed throughout the body, NAP1L1 contains acidic domains which are

Resuspend lyophilized siRNA duplex in 330 pl of the RNAse-free water
provided. Resuspension of the siRNA duplex in 330 pl of RNAse-free water
makes a 10 pM solution in a 10 uM Tris-HCI, pH 8.0, 20 mM NaCl, 1 mM

thought to mediate NAP1L1-histone interaction. Due to its role in DNA repli- EDTA buffered solution.

cation, NAP1L1 is implicated as an important regulator of cell proliferation.

NAP1L1T shares 54% sequence similarity with the Saccharomyces cerevisiae |APPU(’TATIONS —— :

Nap1 protem and may be a gene“c marker for intestinal carcinomas. NAP1LT siRNA (h) is recommended for the inhibition of NAP1L1 expression
in human cells.
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|CHROMOSOMAL LOCATION |
Genetic locus: NAP1L1 (human) mapping to 12¢21.2.
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NAP1L1 siRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs designed | RESEARCH USE |
to knock down gene expression. Each vial contains 3.3 nmol of lyophilized — -

SiRNA, sufficient for a 10 pM solution once resuspended using protocol below, ~ For research use only, not for use in diagnostic procedures.

Suitable for 50-100 transfections. Also see NAP1L1 shRNA Plasmid (h):

5¢-75871-SH and NAP1L1 shRNA (h) Lentiviral Particles: sc-75871-V as [PROTOCOLS |
alternate gene silencing products. See our web site at www.scht.com for detailed protocols and support
products.

For independent verification of NAP1L1 (h) gene silencing results, we also
provide the individual siRNA duplex components. Each is available as 3.3 nmol
of Iyophilized siRNA. These include: sc-75871A, sc-75871B and sc-75871C.
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