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|[BACKGROUND | [STORAGE AND RESUSPENSION

NFS1 (nitrogen fixation 1), also known as NIFS or IscS (cysteine desulfurase), Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
is a member of the class V pyridoxal-phosphate-dependent aminotransferase  one year from the date of shipment. Once resuspended, store at -20° C,
family. It localizes to the cytoplasm or mitochondrion depending on which form  avoid contact with RNAses and repeated freeze thaw cycles.

is generated based on cytosolic pH. Highest expression levels of NFS1 are Resuspend Iyophilized siRNA duplex in 330 il of the RNAse-free water

found in heart and skeletal muscle. Lower levels of expression are also found provided. Resuspension of the iRNA duplex in 330 pl of RNAse-free water

in liver, brain anq pancreas. NFSj is responsible for' catalyyng the' removal of makes a 10 M solution in a 10 M Tris-HCI, pH 8.0, 20 mM NaCl, 1 mM
sulfur from cysteine to form alanine, thereby supplying the inorganic sulfur for .
EDTA buffered solution.

iron-sulfur (Fe-S) clusters. Fe-S clusters function as essential cofactors in a
wide variety of events, including facilitation of electron transfer processes | APPLICATIONS |
in oxidative phospharylation, catalysis of enzymatic reactions in aconitase

and dehydratases and maintenance of structural integrity in the DNA repair NFS1 siRNA (h) is recommended for the inhibition of NFST expression in
enzyme endonuclease |Il. human cells.
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5692-5700. NFS1 (B-7): sc-365308 is recommended as a control antibody for monitoring
o of NFS1 gene expression knockdown by Western Blotting (starting dilution
5. Olson, J.W., et al. 2001. Characterization of the NIFU and NIFS Fe-S 1:200, dilution range 1:100-1:1000) or immunofluorescence (starting dilution
cluster formation proteins essential for viability in Heliobacter pylori. 150, dilution range 1:50-1:500).

Biochemistry 39: 16213-16219.
o To ensure optimal results, the following support reagents are recommended:
6. Tong, W.H., et al. 2003. Subcellular compartmentalization of human NFU, 1) Western Blotting: use m-lgGk BP-HRP: sc-516102 or m-lgGi BP-HRP (Cruz
an iron-sulfur cluster scaffold protein, and its ability to assemble a [4Fe-4S] Marker): sc-516102-CM (dilution range: 1:1000-1:10000), Cruz Marker™

cluster. Proc. Natl. Acad. Sci. USA 100: 9762-9767. Molecular Weight Standards: sc-2035, UltraCruz® Blocking Reagent:
sc-516214 and Western Blotting Luminol Reagent: sc-2048. 2) Immunofluo-
I CHROMOSOMAL LOCATION l rescence: use m-lgGk BP-FITC: sc-516140 or m-lgGk BP-PE: sc-516141
Genetic locus: NFS1 (human) mapping to 20q11.22. (dilution range: 1:50-1:200) with UltraCruz® Mounting Medium: sc-24941

or UltraCruz® Hard-set Mounting Medium: sc-359850.

[PRODUCT
NFS1 siRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs designed to I RT-PCR REAGENTS l
knock down gene expression. Each vial contains 3.3 nmol of lyophilized siRNA, Semi-quantitative RT-PCR may be performed to monitor NFS1 gene expres-
sufficient for a 10 uM solution once resuspended using protocol below. Suit- sion knockdown using RT-PCR Primer: NFS1 (h)-PR: sc-75911-PR (20 pl).
able for 50-100 transfections. Also see NFS1 shRNA Plasmid (h): sc-75911-SH ~ Annealing temperature for the primers should be 55-60° C and the extension
and NFS1 shRNA (h) Lentiviral Particles: sc-75911-V as alternate gene silenc- temperature should be 68-72° C.
ing products.

[SELECT PRODUCT CITATIONS |

For independent verification of NFS1 (h) gene silencing results, we also pro-

vide the individual siRNA duplex components. Each is available as 3.3 nmol 1. Liu, G., et al. 2024. PI3K/HSCB axis facilitates FOG1 nuclear translocation

of lyophilized siRNA. These include: sc-75911A, sc-75911B and sc-75911C. to promote erythropoiesis and megakaryopoiesis. Elife 13: RP35815.

RESEARCH USE | IPROTOCOLS |

For research use only, not for use in diagnostic procedures. See our web site at www.scbt.com for detailed protocols and support
products.
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