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The Power to Question

|BACKGROUND | [PRODUCT
PARDGG (partitioning defective 6 homolog ) is a 376 amino acid adaptor PARDGG siRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs designed
protein that is involved in cell polarization and asymmetrical cell division to knock down gene expression. Each vial contains 3.3 nmol of lyophilized
processes. PARD6G contains one OPR domain, one PDZ (DHR) domain and siRNA, sufficient for a 10 uM solution once resuspended using protocol below.

one pseudo-CRIB domain. The PDZ and pseudo-CRIB domains are required Suitable for 50-100 transfections. Also see PARD6G shRNA Plasmid (h):
for interaction with Rho small GTPases. Through its complex formation with sc-76050-SH and PARDGG shRNA (h) Lentiviral Particles: sc-76050-V as
PARD3G, PARDGG participates in the linking of GTP-bound Rho small GTPases alternate gene silencing products.

to atypical protein kinase C (PKC) proteins. This assembly is involved in for-
mation of normal tight junctions at epithelial cell-cell contacts. When atypi-
cal PKC and PARD6G are expressed with a constitutively active RAC, the
proteins colocalize to the membrane ruffles, which are structures that occur
at the leading edge of polarized cells during movement. Though widely

For independent verification of PARDGG (h) gene silencing results, we
also provide the individual siRNA duplex components. Each is available as
3.3 nmol of lyophilized siRNA. These include: sc-76050A, sc-76050B and
sc-76050C.

expressed, PARDGG is found at highest levels in adult and fetal kidney. | STORAGE AND RESUSPENSION
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|RESEARCH USE

| CHROMOSOMAL LOCATION | For research use only, not for use in diagnostic procedures.
Genetic locus: PARD6G (human) mapping to 18g23.

[PROTOCOLS |

See our web site at www.scbt.com for detailed protocols and support
products.
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