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|BACKGROUND | |CHROMOSOMAL LOCATION

The RING-type zinc finger motif is present in a number of viral and eukaryot- Genetic locus: RNF165 (human) mapping to 18q21.1.
ic proteins and is made of a conserved cysteine-rich domain that is able to

bind two zinc atoms. Proteins that contain this conserved domain are gener- | PRODUCT

ally inyolved in protein-protein intgractionsj and pro‘tei‘n‘-DN_A interactions. RNF165 siRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs designed
Specifically, they are thought to be involved in the ubiquitination pathway of to knock down gene expression. Each vial contains 3.3 nmol of lyophilized

protein degradation. RNF165 (RING finger protein 165) is a 346 amino acid siRNA, sufficient for a 10 pM solution once resuspended using protocol
protein that contains one RING-type zinc finger. Via its RING-type zinc finger.  pgjo, Syjitable for 50-100 transfections. Also see RNF165 shRNA Plasmid (h):

RNF165 may play a role in transcriptional regulation and protein degradation sc-76416-SH and RNF165 shRNA (h) Lentiviral Particles: sc-76416-V as alter-
events. The gene encoding RNF165 maps to human chromosome 18, which nate gene silencing products.

houses over 300 genes, including Trisomy 18, or Edwards syndrome, the sec-

ond most common trisomy after Downs syndrome. Translocation between For independent verification of RNF165 (h) gene silencing results, we
chromosome 18 and 14 is the most common translocation in cancers, and also provide the individual siRNA duplex components. Each is available
occurs in follicular lymphomas. Niemann-Pick disease, hereditary hemorrhagic ~ @s 3.3 nmol of Iyophilized siRNA. These include: sc-76416A, sc-76416B
telangiectasia and erythropoietic protoporphyria are also associated with and sc-76416C.

chromosome 18.
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For optimal siRNA transfection efficiency, Santa Cruz Biotechnology’s
siRNA Transfection Reagent: sc-29528 (0.3 ml), siRNA Transfection Medium:
sc-36868 (20 ml) and siRNA Dilution Buffer: sc-29527 (1.5 ml) are recom-
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genome-wide association study shows that common alleles of SMAD7
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