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|BACKGROUND | [STORAGE anD RESUSPENSION |
XLF (XRCC4-like factor), also known as non-homologous end-joining factor 1 Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
(NHEJ1) or cernunnos, is a 295 amino acid protein belonging to the XLF family. one year from the date of shipment. Once resuspended, store at -20° C,
There are two main repair pathways for DNA double-strand breaks: homolo- avoid contact with RNAses and repeated freeze thaw cycles.

gous recombination (HR) and non-homologous end-joining (NHEJ). In the latter
pathway, the Ku-70/Ku-86 heterodimer binds the DNA ends together and the . . . . i

DNA-PK catalytic subunits are recruited. Then the DNA ends are processed by E]r;)\k/:adse:.1FE]eSL,</|spSE;rE|t(i)gnoifnt231%|RIRI/|AT(: |us ?:-Télm 3H3g g | g[f) F:T]Nl\ﬁ s;JE?e1wniEr
DNA processing enzymes, such as Artemis. The binding is finalized through EDTA buffergd solution H  PrEES '

DNA Ligase IV, which acts in a complex with XRCC4 and XLF to stabilize the '
repair. Thus, it is believed that XLF interacts with DNA Ligase IV and XRCC4

Resuspend lyophilized siRNA duplex in 330 pl of the RNAse-free water

. . : , |APPLICATIONS
to constitute the enzymatic core of the NHEJ machinery. Two named isoforms
of XLF exist as a result of alternative splicing events. XLF siRNA (h) is recommended for the inhibition of XLF expression in human
cells.
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XLF (D-1): sc-166488 is recommended as a control antibody for monitoring of
XLF gene expression knockdown by Western Blotting (starting dilution 1:200,
dilution range 1:100-1:1000) or immunofluorescence (starting dilution 1:50,
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Genetic locus: NHEJ1 (human) mapping to 2g35. | RT-PCR REAGENTS |
Semi-quantitative RT-PCR may be performed to monitor XLF gene expression
[PRODUCT | knockdown using RT-PCR Primer: XLF (n}-PR: sc-76936-PR (20 i, 598 bp).
XLF siRNA (h) is a pool of 2 target-specific 19-25 nt siRNAs designed to Annealing temperature for the primers should be 55-60° C and the extension
knock down gene expression. Each vial contains 3.3 nmol of lyophilized temperature should be 68-72° C.
siRNA, sufficient for a 10 pM solution once resuspended using protocol
below. Suitable for 50-100 transfections. Also see XLF shRNA Plasmid (h): | SELECT PRODUCT CITATIONS |

sc-76936-SH and XLF shRNA (h) Lentiviral Particles: sc-76936-V as alter-

Lo 1. Yang, S. and Wang, X.Q. 2017. XLF-mediated NHEJ activity in hepatocel-
nate gene silencing products.

lular carcinoma therapy resistance. BMC Cancer 17: 344.
For independent verification of XLF (h) gene silencing results, we also provide
the individual siRNA duplex components. Each is available as 3.3 nmol of | RESEARCH USE |
lyophilized siRNA. These include: sc-76936A and sc-769368. For research use only, not for use in diagnostic procedures.
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