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|BACKGROUND | [STORAGE anD RESUSPENSION
CTNNBL1 (catenin, f like 1), also known as NAP (nuclear-associated protein) Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
or P14L, is an evolutionarily conserved protein with structural homology to one year from the date of shipment. Once resuspended, store at -20° C,
members of the armadillo family, including B-catenin. CTNNBL1 is expressed avoid contact with RNAses and repeated freeze thaw cycles.

in a variety of tissues with highest expression levels found in heart, spleen, Resuspend Iyophilized siRNA duplex in 330 pl of the RNAse-free water

testis, placenta_, thyro!d aqd skeletal musc_le. _Loca_llzmg 0 thl.:’ pucleus,_ provided. Resuspension of the siRNA duplex in 330 pl of RNAse-free water
CTNNBL1 contains a bipartite nuclear localization signal, an acidic domain, L .
S S O . T ! makes a 10 pM solution in a 10 uM Tris-HCI, pH 8.0, 20 mM NaCl, 1 mM
a leucine-isoleucine zipper, an acidic domain and phosphorylation sites. Via .
EDTA buffered solution.

its C-terminus, CTNNBL1 is believed to play a role in apoptosis. In addition,

multiple SNPs (single nucleotide polymorphisms) in the CTNNBL1 have been | APPLICATIONS

associated with fat mass and body mass index (BMI), suggesting a possible
role for CTNNBL1 in the development of obesity. CTNNBL1 siRNA (h) is recommended for the inhibition of CTNNBL1 expression

in human cells.
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2. Albertini, E., et al. 2004. Isolation of candidate genes for apomixis in mended. Control siRNAs or Fluorescein Conjugated Control siRNASs are
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hybridization analysis of pancreatic adenocarcinoma: identification of | GENE EXPRESSION MONITORING

genetic indicators that predict patient outcome. Cancer Sci. 98: 392-400. - :
CTNNBLT (A-5): sc-376847 is recommended as a control antibody for

5. lee, L.T, et al..2007. Dlscovery of growth hormone-releasing hormones monitoring of CTNNBL1 gene expression knockdown by Western Blotting
and receptors in nonmammalian vertebrates. Proc. Natl. Acad. Sci. USA (starting dilution 1:200, dilution range 1:100-1:1000) or immunofluorescence
104:2133-2138. (starting dilution 1:50, dilution range 1:50-1:500).

6. Liu, Y.J., etal. 2008. Genome-wide association scans identified CTNNBLT 19 ensure optimal results, the following support reagents are recommended:
as a novel gene for obesity. Hum. Mol. Genet. 17: 1803-1813. 1) Western Blotting: use m-lgGi BP-HRP: sc-516102 or m-IgGik BP-HRP (Cruz

Marker): sc-516102-CM (dilution range: 1:1000-1:10000), Cruz Marker™
| CHROMOSOMAL LOCATION | Molecular Weight Standards: sc-2035, UltraCruz® Blocking Reagent:

Genetic locus: CTNNBL1 (human) mapping to 20q11.23. sc-516214 and Western Blotting Luminol Reagent: sc-2048. 2) Immunofluo-

rescence: use m-lgGk BP-FITC: sc-516140 or m-IgGk BP-PE: sc-516141
[PRODUCT | (dilution range: 1:50-1:200) with UltraCruz® Mounting Medium: sc-24941

ge: 1191 . vz
CTNNBL1 SiRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs designed ~ ©F UltraGruz® Hard-set Mounting Medium: sc-359850.

to knock down gene expression. Each vial contains 3.3 nmol of lyophilized

siRNA, sufficient for a 10 pM solution once resuspended using protocol below. | RT-PCR REAGENTS

Suitable for 50-100 transfections. Also see CTNNBL1 shRNA Plasmid (h): Semi-quantitative RT-PCR may be performed to monitor CTNNBL1 gene
sc-77045-SH and CTNNBL1 shBNA (h) Lentiviral Particles: sc-77045-V as alter- expression knockdown using RT-PCR Primer: CTNNBL1 (h)-PR: sc-77045-PR
nate gene silencing products. (20 pl). Annealing temperature for the primers should be 55-60° C and the

For independent verification of CTNNBL1 (h) gene silencing results, we also extension temperature should be 68-72° C.

provide the individual siRNA duplex components. Each is available as 3.3 nmol | RESEARCH USE

of lyophilized siRNA. These include: sc-77045A, sc-77045B and sc-77045C.
For research use only, not for use in diagnostic procedures.

[PROTOCOLS |

See our web site at www.scbt.com for detailed protocols and support
products.
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