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The Power to Question

|BACKGROUND | [PRODUCT

Glutamine-rich 1 is a 776 amino acid protein containing one CARD domain, Glutamine-rich 1 siRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs
which is normally found in proteins that are related to inflammation and apop- designed to knock down gene expression. Each vial contains 3.3 nmol of

tosis processes. CARD domains are found in a wide variety of proteins includ- lyophilized siRNA, sufficient for a 10 pM solution once resuspended using
ing kinases, caspases, and helicases. The gene encoding Glutamine-rich 1 protocol below. Suitable for 50-100 transfections. Also see Glutamine-rich 1
maps to human chromosome 3. Chromosome 3 is made up of about 214 mil- shBNA Plasmid (h): sc-78280-SH and Glutamine-rich 1 shRNA (h) Lentiviral
lion bases encoding over 1,100 genes, including a chemokine receptor (CKR) Particles: sc-78280-V as alternate gene silencing products.

gene cluster and a variety of human cancer-related gene loci. Key tumor sup-
pressing genes on chromosome 3 include those that encode the apoptosis
mediator RASSF1, the cell migration regulator HYAL1 and the angiogenesis
suppressor SEMA3B. Marfan syndrome, porphyria, von Hippel-Lindau syn-
drome, osteogenesis imperfecta and Charcot-Marie-Tooth disease are a few

For independent verification of Glutamine-rich 1 (h) gene silencing results,
we also provide the individual siRNA duplex components. Each is available
as 3.3 nmol of lyophilized siRNA. These include: sc-78280A, sc-782808B and
sc-78280C.

of the numerous genetic diseases associated with chromosome 3. | STORAGE AND RESUSPENSION

| REFERENCES | Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least

1. Miller, S, Stanyon, R., Finelli, P, Archidiacono, N. and Wienberg, J. 2000, O Ye2 from the date of shipment. Once resuspended, store at -20° C,
L : avoid contact with RNAses and repeated freeze thaw cycles.
Molecular cytogenetic dissection of human chromosomes 3 and 21 evolu-
tion. Proc. Natl. Acad. Sci. USA 97: 206-211. Resuspend lyophilized siRNA duplex in 330 pl of the RNAse-free water

2. Online Mendelian Inheritance in Man, OMIM™. 2002. Johns Hopkins provided. Resuspension of the siRNA duplex in 330 pl of RNAse-free water

University, Baltimore, MD. MIM Number: 610412, World Wide Web URL: ~ akes @ 10 M solution ina 10 yM Tris-HCI, pH 8.0, 20 mM NaCl, 1 mM
: . . EDTA buffered solution.
http://www.ncbi.nIm.nih.gov/omim/

3.Braga, E.A., Kashuba, V.I., Maliukova, A.V,, Loginov, V.I., Senchenko, V.N., |APPLICATIONS

Bazov, 1.V, Kiselev, L.L. and Zabarovskii, E.R. 2003. New tumor suppressor
genes in hot spots of human chromosome 3: new methods of identification.
Mol. Biol. 37: 194-211.

Glutamine-rich 1 siRNA (h) is recommended for the inhibition of
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|CHROMOSOMAL LOCATION |
Genetic locus: QRICH1 (human) mapping to 3p21.31.
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