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BACKGROUND

The cohesion complex is a multi-protein structure that is required for cohesion 
of sister chromatids after DNA replication and may be involved in mitotic  
spindle pole assembly. There are several versions of the cohesion complex,  
all of which are composed of a heterodimer between SMC1 (SMC1A or 
SMC1B) and SMC3, as well as a linker protein called Rad21 and an additional 
binding protein. Depending on the complex, the additional protein can be  
SA-1 (stromal antigen 1), SA-2 (stromal antigen 2) or SA-3 (stromal antigen 3). 
SA-2, also known as STAG2, is a 1,231 amino acid component of the cohesion 
complex that interacts directly with RAD21. Localized to the nucleus, SA-2 
associates with chromatin and, upon phosphorylation by Plk, dissociates from 
chromatin to allow proper chromosome separation during anaphase. SA-2 is 
able to enhance the activity of tumor necrosis factor a (TNFα) and may be a 
putative transcriptional regulator.
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CHROMOSOMAL LOCATION

Genetic locus: STAG2 (human) mapping to Xq25; Stag2 (mouse) mapping  
to X A4.

SOURCE

SA-2 (J-12) is a mouse monoclonal antibody raised against a recombinant 
protein with epitope mapping at the C-terminus of SA-2 of human origin.

PRODUCT

Each vial contains 100 µg IgG1 kappa light chain in 1.0 ml of PBS with < 0.1% 
sodium azide and 0.1% gelatin.

APPLICATIONS

SA-2 (J-12) is recommended for detection of SA-2 of mouse, rat and human 
origin by Western Blotting (starting dilution 1:200, dilution range 1:100-
1:1000), immunoprecipitation [1-2 µg per 100-500 µg of total protein (1 ml  
of cell lysate)], immunofluorescence (starting dilution 1:50, dilution range 
1:50-1:500), immunohistochemistry (including paraffin-embedded sections) 
(starting dilution 1:50, dilution range 1:50-1:500) and solid phase ELISA 
(starting dilution 1:30, dilution range 1:30-1:3000).

Suitable for use as control antibody for SA-2 siRNA (h): sc-62970, SA-2 
siRNA (m): sc-62971, SA-2 shRNA Plasmid (h): sc-62970-SH, SA-2 shRNA 
Plasmid (m): sc-62971-SH, SA-2 shRNA (h) Lentiviral Particles: sc-62970-V 
and SA-2 shRNA (m) Lentiviral Particles: sc-62971-V.

Molecular Weight of SA-2: 141 kDa.

Positive Controls: HeLa nuclear extract: sc-2120, K-562 nuclear extract:  
sc-2130 or Jurkat nuclear extract: sc-2132.

STORAGE

Store at 4° C, **DO NOT FREEZE**. Stable for one year from the date of 
shipment. Non-hazardous. No MSDS required.
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RESEARCH USE

For research use only, not for use in diagnostic procedures.

SA-2 (J-12): sc-81852. Western blot analysis of SA-2 
expression in untreated HeLa (A), chemically-treated 
HeLa (B), K-562 (C) and HCT-116 (D) whole cell 
lysates. b-Actin (C4): sc-47778 used as loading control. 
Detection reagent used: m-IgG Fc BP-HRP: sc-525409.
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SA-2 (J-12): sc-81852. Immunofluorescence staining of 
paraformaldehyde-fixed HeLa cells showing nuclear 
localization (A). Immunoperoxidase staining of formalin-
fixed, paraffin-embedded human lymph node tissue 
showing nuclear localization (B).

A B


