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|BACKGROUND | |CHROMOSOMAL LOCATION
Chromosome 1 is the largest human chromosome spanning about 260 million Genetic locus: SERTAD4-AS1 (human) mapping to 1932.2.
base pairs and making up 8% of the human genome. There are about 3,000
genes on chromosome 1, and considering the great number of genes there | PRODUCT
are also a large number of diseases associated with chromosome 1. Notably, Clorf133 siRNA (n) is a pool of 2 target-specific 19-25 nt siRNAs designed

the rare aging (_jisease Hutchin§0n-GiIf0rd proger_ia is associated with the to knock down gene expression. Each vial contains 3.3 nmol of Iyophilized
LMNA gene which encodes Lamin A. When defective, the LMNA gene prod- siRNA, sufficient for a 10 pM solution once resuspended using protocol
uct can build up in the nucleus and cause characteristic nuclear blebs. The below. Suitable for 50-100 transfections. Also see C1orf133 shRNA

mechanism of rapidly enhanced aging is unclear and is a topic of continuing  piagrig (h; sc-88216-SH and C1ort133 sShRNA (h) Lentiviral Particles:
explorapon. The M'QTYH gene is located on.chro.mosome 1andis parpally 5c-88216-V as alternate gene silencing products.

responsible for familial adenomatous polyposis. Stickler syndrome, Parkinsons,

Gaucher disease and Usher syndrome are also associated with chromosome 1. For independent verification of C1orf133 (h) gene silencing results, we

A breakpoint has been identified in 1q which disrupts the DISC1 gene and is @0 provide the individual siRNA duplex components. Each is available as
linked to schizophrenia. Aberrations in chromosome 1 are found in a variety 3.3 nmol of lyophilized siRNA. These include: sc-88216A and sc-88216B.

of cancers including head and neck cancer, malignant melanoma and multi-
ple myeloma. The C1orf133 gene product has been provisionally designated |APPUCAT|ON5

C10rf133 pending further characterization. C10rf133 siRNA (h) is recommended for the inhibition of C10rf133 expres-
sion in human cells.
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