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The Power to Question

|BACKGROUND | [PRODUCT
The intracellular calcium-binding superfamily of proteins consists of EF-hand EF-CAB7 siRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs designed
calcium binding domains and are often involved in the regulation of many dif- to knock down gene expression. Each vial contains 3.3 nmol of Iyophilized
ferent cellular processes. An EF-hand calcium binding domain is made up of siRNA, sufficient for a 10 uM solution once resuspended using protocol
approximately 40 amino acids and can bind to two intracellular calcium ions. below. Suitable for 50-100 transfections. Also see EF-CAB7 shRNA
Two types of EF-hand calcium binding motifs exist: regulatory and structural. Plasmid (h): sc-88682-SH and EF-CAB7 shRNA (h) Lentiviral Particles:
Proteins containing the regulatory EF-hand domain induce conformational sc-88682-V as alternate gene silencing products.

change, allowing interaction with target proteins and catalyzing enzymatic
reactions, whereas structural EF-hand domain containing proteins do not
undergo conformational change and may play a role in buffering intracellular
calcium levels. EF-CAB7 (EF-hand calcium binding domain 7) is a 629 amino
acid protein that contains three EH-hand domains. EF-CAB7 contains two

For independent verification of EF-CAB7 (h) gene silencing results, we also
provide the individual siRNA duplex components. Each is available as
3.3 nmol of lyophilized siRNA. These include: sc-88682A, sc-88682B and
sc-88682C.

alternatively spliced isoforms and is encoded by a gene located on human | STORAGE AND RESUSPENSION

chromosome 1p31.3.
Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
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| CHROMOSOMAL LOCATION |
Genetic locus: EFCAB7 (human) mapping to 1p31.3.

[RESEARCH USE |
For research use only, not for use in diagnostic procedures.
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