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|BACKGROUND | [PRODUCT

Nat/H* exchangers (NHEs) catalyze the transport of Na* in exchange for H* NHEDC2 siRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs designed
across membranes in organisms and are required for numerous physiological to knock down gene expression. Each vial contains 3.3 nmol of Iyophilized
processes. NHEDC2 (Nat/H* exchanger-like domain-containing protein 2), siRNA, sufficient for a 10 uM solution once resuspended using protocol
also known as NHAZ, is a 537 amino acid mitochondrial protein. NHEDC2 is below. Suitable for 50-100 transfections. Also see NHEDC2 shRNA
involved in organelle volume homeostasis by catalyzing the exchange of pro- Plasmid (h): sc-88995-SH and NHEDC2 shRNA (h) Lentiviral Particles:
tons for Na+ and Li* across the inner mitochondrial membrane. Found in red sc-88995-V as alternate gene silencing products.

blood cells, NHEDC? is required for bone resorption activity and osteoclast
differentiation. As a multi-pass membrane protein, NHEDC? is expressed as
two isoforms produced by alternative splicing events.

For independent verification of NHEDC2 (h) gene silencing results, we also

provide the individual siRNA duplex components. Each is available as

3.3 nmol of lyophilized siRNA. These include: sc-88995A, sc-88995B and
| sc-88995C.
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[RESEARCH USE |

For research use only, not for use in diagnostic procedures.

[PROTOCOLS |

See our web site at www.scbt.com for detailed protocols and support
products.
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