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|BACKGROUND | |CHROMOSOMAL LOCATION |

TMEM156 (transmembrane protein 156) is a 296 amino acid protein encoded Genetic locus: TMEM156 (human) mapping to 4p14.
by a gene mapping to human chromosome 4p14. Representing approximately
6% of the human genome, chromosome 4 contains nearly 900 genes. Notably, | PRODUCT |
the Huntingtin_gene, whlich is fo‘und to encode an expanded g!utamine tract in TMEM156 SiRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs designed
cases of Huntington's disease, is on chromosome 4. FGFR-3 is also encoded to knock down gene expression. Each vial contains 3.3 nmol of Iyophilized

on chromosome 4 and has been associated with thanatophoric dwar_ﬂsm, siRNA, sufficient for a 10 uM solution once resuspended using protocol
achondroplasia, Muenke syndrome and bladder cancer. Chromosome 4 is also below. Suitable for 50-100 transfections. Also see TMEM156 shRNA

tied to Ellis-van Creveld syndrome, methylmalonic acidemia and polycystic Plasmid (h): sc-89078-SH and TMEM156 shRNA (h) Lentiviral Particles:
kidney disease. Chromosome 4 reportedly contains the largest gene deserts 5c-89078-V as alternate gene silencing products.

(regions of the genome with no protein encoding genes) and has one of the

two lowest recombination frequencies of the human chromosomes. For independent verification of TMIEM156 (h) gene silencing results, we also
provide the individual siRNA duplex components. Each is available as 3.3 nmol
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