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TMED4 siRNA (h): sc-89384

The Power to Question

|BACKGROUND | [PRODUCT |
TMED4 (transmembrane emp24 domain-containing protein 4), also known as TMED4 siRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs designed
ERS25 (endoplasmic reticulum stress-response protein 25) and putative NFkB- to knock down gene expression. Each vial contains 3.3 nmol of Iyophilized

activating protein 156, is a 225 amino acid protein that is a member of the siRNA, sufficient for a 10 uM solution once resuspended using protocol
EMP24/GP25L family. Like most members of this family, TMED4 is a single- below. Suitable for 50-100 transfections. Also see TMED4 shRNA Plasmid (h):
pass type | membrane protein containing one GOLD domain. The GOLD (Golgi 5¢-89384-SH and TMED4 shRNA (h) Lentiviral Particles: sc-89384-V as alter-
dynamics) domain is a region of about 90 to 150 amino acids that mediates nate gene silencing products.

protein-protein interactions. The GOLD domain interacts with lipid, sterol or
fatty acid-domains as well as with the RUN domain, which interacts with
cytoskeletal filaments, of membrane proteins. Localized to the endoplasmic
reticulum, TMED4 is induced by ER-specific stress, heat shock and oxidative
stress. Knockdown of TMED4 mRNA results in a significant reduction in
apoptosis as well as a reduction in reactive oxidative species. There are

For independent verification of TMIED4 (h) gene silencing results, we also pro-
vide the individual siRNA duplex components. Each is available as 3.3 nmol
of lyophilized siRNA. These include: sc-89384A, sc-89384B and sc-89384C.

|STORAGE AND RESUSPENSION |

three isoforms of TMEDA that are produced as a result of alternative splicing Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
events. one year from the date of shipment. Once resuspended, store at -20° C,
avoid contact with RNAses and repeated freeze thaw cycles.
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For research use only, not for use in diagnostic procedures.

|CHROMOSOMAL LOCATION |
Genetic locus: TMED4 (human) mapping to 7p13.

[PROTOCOLS |

See our web site at www.scbt.com for detailed protocols and support
products.
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