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|BACKGROUND | |CHROMOSOMAL LOCATION

Dyneins are multisubunit, high molecular weight ATPases that interact with Genetic locus: DNAH11 (human) mapping to 7p15.3.
microtubules to generate force by converting the chemical energy of ATP into

the mechanical energy of movement. Cytoplasmic or axonemal Dynein heavy, | PRODUCT

intermediate, light and light-intermediate chains are all components of minus DNAH11 siRNA (h) i a pool of 3 target-specific 19-25 nt siRNAs designed
end-directed motors; the complex transports cellular cargos towards the cen- to knock down gene expression. Each vial contains 3.3 nmol of lyophilized
tral region of the cell. Axonemal Dynein motors contain one to three non-iden- SiRNA, sufficient for a 10 uM solution once resuspended using protocol
tical heavy chains and cause a sliding of microtubules in the axonemes of cilia below.' Suitable for 50-100 transfections. Also see DNAH11 shRNA

and flagella in @ mechanism necessary for cilia to beat and propel the cell. Plasmid (h): sc-89758-SH and DNAH11 shRNA (h) Lentiviral Particles:
DNAH11 (Axonemal dynein heavy chain isotype 11) is a 4,523 amino acid 5c-89758-V as alternate gene silencing products.

microtubule-dependent motor ATPase that is involved in respiratory cilia

movement. Mutations in the gene encoding DNAH11 have been linked to For independent verification of DNAH11 (h) gene silencing results, we
Kartagener syndrome, which is characterized by male sterility. also provide the individual siRNA duplex components. Each is available
as 3.3 nmol of lyophilized siRNA. These include: sc-89758A, sc-89758B
| REFERENCES | and sc-89758C.
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