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|BACKGROUND | |CHROMOSOMAL LOCATION

GTPase-activating proteins (GAPs) accelerate the intrinsic rate of GTP hydroly- Genetic locus: ARHGAP11A (human) mapping to 15q13.3.
sis of Ras-related proteins, resulting in downregulation of their active form.

ARHGAP11A (Rho GTPase activating protein 11A), also known as KIAA0013 | PRODUCT

or MGC70740, is a 1,023 amino acid protein that contains one helical Rho- ARHGAP11A siRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs
GAP domain and is encoded by a gene located on human chromosome 15. designed to knock down gene expression. Each vial contains 3.3 nmol of
Defects in the gene encoding ARHGAP11A may cause mental retardation. lyophilized siRNA, sufficient for a 10 pM solution once resuspended using

Human chromosome 15 encodes over 700 genes and comprises nearly 3% protocol below. Suitable for 50-100 transfections. Also see ARHGAP11A
of.the human genome. Angelman and Prade.r—W|||| syndromes are gssomated ShRNA Plasmid (h): sc-90027-SH and ARHGAP11A shRNA (h) Lentiviral
with loss of function or delet|oq of genes in the.15q1'1 ?q13 region. In the Particles: sc-90027-V as alternate gene silencing products.

case of Angelman syndrome, this loss is due to inactivity of the maternal

15q11-q13 encoded UBE3A gene in the brain by either chromosomal deletion For independent verification of ARHGAP11A (h) gene silencing results, we
or mutation. In cases of Prader-Willi syndrome, there is a partial or complete  also provide the individual siRNA duplex components. Each is available as
deletion of this region from the paternal copy of chromosome 15. Tay-Sachs 3.3 nmol of lyophilized siRNA. These include: sc-90027A, sc-900278 and

disease is a lethal disorder associated with mutations of the HEXA gene, s¢-30027C.
which is encoded by chromosome 15. Marfan syndrome is associated with
chromosome 15 through the FBN1 gene. | STORAGE AND RESUSPENSION
Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
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| PROTOCOLS | For research use only, not for use in diagnostic procedures.

See our web site at www.scbt.com for detailed protocols and support
products.
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